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Supplementary Table S1. Short tandem repeat profiles of GBM cell lines 

Cells TH01 D21S11 D5S818 D13S317 D7S820 D16S539 CSF1PO AMEL vWA TPOX   

BAH1 6,8 30 11 12,14 9,11 9,11 10,11 X 17 8,11   

FPW1 9.3 27,30 13 12 11 9,11 11 X,Y 16,17 8   

HW1 6,9 28,29 11,12 12 8,10 13 10,12 X 15,18 8   

JK2 7,9 28 10,11 8,11 8 12 12 X,Y 15,20 8,11   

MMK1 6,10 27,33.2 12 13 9,10 11,13 10,11 X 16,17 8   

MN1 6 29,31.2 12,13 8 9,12 12,13 12 X 17 10,11   

PB1 7,9 30 10,11 12 9,11 12 11,13 X,Y 17 8   

RKI1 7,8 29,33.2 12,13 8 10,12 11,12 10 X 16 8   

RN1 6,9.3 29 12 11,12 9 9 11,12 X,Y 14,18 8,11   

SB2b 6,7 28,32 11,13 12 11,12 9,12 10 X,Y 17 9,10   

SJH1 8,9.3 29 12,13 11 11 11,12 10,13 X,Y 15 8   

WK1 6,9.3 27,28 D5S818 12,13 8,11 11,12 10,11 X,Y 16,18 8   

Abbreviations: STR=short tandem repeat. Profiles comprise the alleles at 10 STR loci. No significant match 

(>80% relatedness) was found when compared with profiles in the ATCC cell database 

(https://www.atcc.org/STR_Database.aspx). 
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Supplementary Table S2. Lentiviral plasmids deposited with Addgene 

Plasmid name Addgene reference Use Antibiotic resistance 

pF CAG luc puro 67501 gene expression puromycin 

pF CAG luc hygro 67502 gene expression hygromycin 

pF CAG luc IRES neo 98294 gene expression G418 

pF CAG BFP2 IRES neo 108175 fluorescent labelling G418 

lentiCRISPRv2 puro 98290 CRISPR/Cas9 cutting puromycin 

lentiCRISPRv2 hygro 98291 CRISPR/Cas9 cutting hygromycin 

lentiCRISPRv2 neo 98292 CRISPR/Cas9 cutting G418 

lentiCRISPRv2 blast 98293 CRISPR/Cas9 cutting blasticidin S 

lenti-sgRNA puro 104990 sgRNA expression puromycin 

lenti-sgRNA hygro 104991 sgRNA expression hygromycin 

lenti-sgRNA neo 104992 sgRNA expression G418 

lenti-sgRNA blast 104993 sgRNA expression blasticidin S 

lenti-SpCas9 puro 104994 Cas9 expression puromycin 

lenti-SpCas9 hygro 104995 Cas9 expression hygromycin 

lenti-SpCas9 neo 104996 Cas9 expression G418 

lenti-SpCas9 blast 104997 Cas9 expression blasticidin S 
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