Genetics and Molecular Biology

Supplementary Material “In silico characterization of microRNAs-like

sequences in the genome of Paracoccidioides brasiliensis”

Prediction of microRNAs-like

Obtaining the sequences
of microRNAs-like
described in fungi

BLAST

Obtaining the sequences
of microRNAs present
in vesicles

\

HisEk

Without alignment
in regions containing
genes

-35pb/+35pb
-50pb/+50pb

(Pb18, P. Jutzii and PhO3)

Protein domain analyses in members
of the Paracoccidicides complex

aRT-PCR

Search in the literature
and obtaining the
protein sequences

O

Alignment with
clustalx2

Cultures of yeast
cell Ph18 in
solid medium

Y

Inoculum in
Sabeouraud liquid

Search by
protein domain

Identity search

TreeView

Y

Y

A

18 h

U

U

Y

PFAM database

Phylogenetic tree

RNA extraction
by trizol

|:,'>| qRT-PCR I

Prediction of Secundary Structure

Identity in NCBI|

Y

RNAfold
database

MEE (Minimal Folding
Free Energies)

Removal of candidates that did
not satisfy the classification criteria

&

New potencial microRNAs
in P. brasiliensis

U

Extraction of RNA in the yeast phase
of P. brasiliensis Pb18

&

Polyadenylation
Reverse Transcription

Poly(T) adaptor RT-PCR

Agarose gel (3%)

In silico IDENTIFICATION OF MICRORNAS-like

s

Homologous proteins

Figure S1 - Flowchart of study design used for the prediction of miRNAs-like in the genome of P. brasiliensis.



