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Fig S3. Ploidy analysis of C. albicans strains containing different fluconazole resistance mutations. The plots
show the results of flow cytometric measurements of the DNA content of strains SCERG11R32A and -B
(ERG11/ERG116G4645), SCMRR1R32A and -B (MRR1/MRR1P883S) SCTAC1R32A and -B (TAC1/TAC1G9%0E) and
SCUPC2R12A and -B (UPC2/UPC26848D)  The profile of the diploid reference strain SC5314 is shown in blue, and the
profiles of all other strains are shown in red.
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