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cellular macromolecule biosynthetic process (GO:0034645)

rRNA metabolic process (GO:0016072)

peptide biosynthetic process (GO:0043043)

translation (GO:0006412)

ncRNA processing (GO:0034470)

regulation of mitotic cell cycle phase transition (GO:1901990)

ribosome biogenesis (GO:0042254)

rRNA processing (GO:0006364)

regulation of G2/M transition of mitotic cell cycle (GO:0010389)

sulfur amino acid catabolic process (GO:0000098)
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