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Supplementary Information 
 

 
 

Supplementary Figure S1. The samples that were used in this study were collected from five- to 12- 

year-old-children, who were participating in a malaria odour study. Samples for that study were 

collected over three timepoints; in the present study parasite density was estimated using paired RDT 

and DBS blood samples from all available samples. Antimalarial treatment with artemether-

lumefantrine was administered to all Plasmodium-positive individuals according to manufacturer’s 

instructions. 



 

Supplementary Table S1. The result of the RDT test (Pos P.f. or Pos P.f./pan grouped together as 

‘positive’) in comparison to Plasmodium parasite positivity as determined by duplex qPCR based on 

two templates, fragments of the nitrocellulose membrane within a used rapid diagnostic test (RDTDNA) 

or dried blood spots collected onto Whatman filter paper Number 3 (DBSDNA). Column (1) shows the 

result of the RDT, columns (2) and (4) show agreement of the duplex qPCR (positive/negative) with 

RDT result according to the two templates, column (3) shows agreement of DBSDNA template qPCR 

with RDTDNA template qPCR, per RDT outcome.  

 

(A) qPCR positive samples had detectable parasite DNA in each of two technical replicates. 
(B) Inconclusive samples were those with one positive and one negative replicate. 
(C) Samples were 6, 25.33, 187.50 p/L 
(D) Mean/median: 26.73/0.02 p/L  
(E) Samples were 12.47 and 8.76 p/L  

 

 

1 2 3  4 

RDT result, n (%) qPCR  RDTDNA template 

agreement with RDT result 

n (%) 

DBSDNA template agreement 

with  RDTDNA template, per RDT 

result n (%)  

 qPCR DBSDNA template 

agreement with RDT result 

n (%) 

Positive:  

86 (60.99) 

Positive, 48 (55.81) (A) Positive, 39 (81.25)  Positive, 47 (54.65) 

Inconclusive, 1 (2.08) (B)  

Negative, 8 (16.67)  

Inconclusive, 9 (10.47) 

 

Positive, 3 (33.33)  Inconclusive, 9 (10.47) 

 Inconclusive, 1 (11.11)  

Negative, 5 (55.56)  

Negative, 29 (33.72) 

 

Negative, 17 (58.62)  Negative, 30 (34.88) 

 Inconclusive, 7 (24.14)  

Positive, 5 (17.24)  

Negative:  

52 (36.88) 

Negative, 23 (44.23)  Positive, 3 (13.04) (C)  Negative, 35 (67.31) 

 Inconclusive, 5 (21.74)  

Negative, 15 (65.44)  

Inconclusive, 13 (25.0) Positive, 1 (7.69)  Inconclusive, 11 (21.15) 

 Inconclusive, 3 (23.08)  

Negative, 9 (69.23)  

Positive, 16 (30.77) (D) 

 

Positive, 2 (12.5) (E)  Positive, 6 (11.54) 

Inconclusive, 3 (18.75)  

Negative, 11 (68.75)  

Not recorded: 

3 (2.13) 

Inconclusive, 1 (33.33) Negative, 1 (100)  Negative, 2 (66.67) 

 Negative, 2 (66.67)  Negative, 1 (50)  

Inconclusive, 1 (50)  Inconclusive, 1 (33.33) 


