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S6 Fig. Effect of individual siRNA species on target gene transcript levels. The denoted
human prostate cell lines were transfected with gene-specific siRNA Pools, the de-convoluted
individual gene-specific siRNA from the pool or non-targeting siRNA (siNT), as indicated. Gene
expression for qRT/PCR was normalized to that of GAPDH, as described in Methods. Data are

the mean + SEM (replicates of N =3) expressed relative to that of control (siNT), which were set



to 100; * P < 0.05 for 2-sided Student’s t-test compared to control. A) Efficacy of BASP1 siRNA
(Dharmacon: si-1: J-019008-06, si-2: J-019008-07, si-3: J-019008-08, si-4: J-019008-09, si-Pool:
J-019008-00 and si-NT: D-001810-10). B) Efficacy of HCF2 siRNA (Dharmacon: si-1: J-

009540-05, si-2: J-009540-06, si-3: J-009540-07, si-4: J-009540-08, si-Pool: J-009540-00 and si-

NT: D-001810-10)





