Alternative splicing events expand molecular diversity of camel CSN1S2 increasing its ability to
generate potentially bioactive peptides
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Supplementary figure 1 (S1)
Bioanalyser profile of camel CSN1S2 PCR products

CSN152 SHHS dsDNA,

FU) &
150 =
100 = -
0 — &
o %’ E:.:-,_.":'
u _—
| | | | |
40 il B 100 [5]
Overall Results for sample 4 : C5N152 SHHS dsDNA
Mumber of peaks found: 1
Peak table for sample 4 : CSN152 SHHS dsDNA
Peak  Size Conc. Molarity Observatio
[bp]  [ng/pl]l  [nmol/I] ns
1 ,‘ 50 830 25156 Lower Marker
2 815 2001 T4.0

3 .,. 10,330 4 30 0.d Upper Marker



Supplementary figure 2 (S2)
Digestion profile of the longest camel CSN1S2 (putative sv3, 197 aa), including exon 13 and

downstream intron extension of exon 16, by Pepsin (pH1.3) +Chymotrypsin-high specificity (C-term
to [FYW], not before P) + Trypsin
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https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Pn1.3;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKVKAYQIIPNLRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=197;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map

Digestion profile of the camel CSN1S2 svl (187 aa), including exon 13, by Pepsin (pH1.3)
+Chymotrypsin-high specificity (C-term to [FYW], not before P) + Trypsin
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https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Tryps;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Tryps;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Tryps;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Ch_hi;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Pn1.3;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Ch_hi;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Pn1.3;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Tryps;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Tryps;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Pn1.3;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Tryps;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Tryps;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Pn1.3;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Tryps;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Pn1.3;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Pn1.3;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Pn1.3;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Ch_hi;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Pn1.3;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Ch_hi;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Pn1.3;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Tryps;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Ch_hi;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Tryps;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Ch_hi;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Ch_hi;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Pn1.3;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Ch_hi;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Pn1.3;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Tryps;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Pn1.3;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Tryps;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Pn1.3;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
https://web.expasy.org/cgi-bin/peptide_cutter/peptidecutter.pl?enzyme=Tryps;protein=KHEMDQGSSSEESINVSQQKFKQVKKVAIHPSKEDICSTFCEEAVRNIKEVESAEVPTENKISQFYQKWKFLQYLQALHQGQIVMNPWDQGKTRAYPFIPTVNTEQLSISEESTEVPTEENSKKTVDMESTEVFTKKTELTEEEKDHQKFLNKIYQYYQTFLWPEYLKTVYQYQKTMTPWNHIKRYF;cleave_number=all;cleave_exactly=;cleave_range_min=0;cleave_range_max=187;block_size=60;alphtable=alphtable;seq_table=;cleavage_map=cleavage_map
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Digestion profile of the major camel CSN1S2 isoform (178 aa, first described by Kappeler et al., 1998)
by Pepsin (pH1.3) +Chymotrypsin-high specificity (C-term to [FYW], not before P) + Trypsin
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