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BAB1354 pvalue = 0.1752

normalized distance of de novo mutation to breakpoints (Z−score)
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BAB1615 pvalue = 0.8712

normalized distance of de novo mutation to breakpoints (Z−score)
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BAB1931 pvalue = 8e−04

normalized distance of de novo mutation to breakpoints (Z−score)
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BAB2543 pvalue = 0

normalized distance of de novo mutation to breakpoints (Z−score)
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BAB2811 pvalue = 0

normalized distance of de novo mutation to breakpoints (Z−score)
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BAB2986 pvalue = 1e−04

normalized distance of de novo mutation to breakpoints (Z−score)
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BAB3810 pvalue = 0.0201

normalized distance of de novo mutation to breakpoints (Z−score)
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BAB649 pvalue = 0.0171

normalized distance of de novo mutation to breakpoints (Z−score)
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BAB8123 pvalue = 0.0376

normalized distance of de novo mutation to breakpoints (Z−score)
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