
S1 Table. Sequences of primers and probes for qPCR and ddPCR. 

Name 
Oligo sequences 5’ to 3’ Product 

Size (bp) 
TM 

Referen

ces 

Forward primer Reverse primer Taqman probe 

RLEP 
GCAGCAGTATCGTGTTAGTG

AA 
CGCTAGAAGGTTGCCGTAT FAM-CGCCGACGGCCGGATCATCGA-MGB 73 60 [1,2] 

HSP18 CGATCGGGAAATGCTTGC CGAGAACCAGCTGACGATTG FAM-ACACCGCGTGGCCGCTCG-MGB 62 62 [3] 

16SrRNA 
GCATGTCTTGTGGTGGAAAG

C 
CACCCCACCAACAAGCTGAT FAM-CATCCTGCACCGCA-MGB 71 71 [2] 

esxA CGTTTCAGCCGAGTGATTGA CCGAGGGAATAAACCATGCA FAM-TGCTTGCACCAGGTCGCCCA-MGB 62 62 [3] 

Ag85B GTGCACGGCAGCAACCTAA TCGGCATTGAGGTTGAACAC FAM-TTCCAGGACGCCTACAACGGTGCT-MGB 80 60 [4] 

sodA CACCCTGCCCGATTTGG CTTGGTGTGGTGGATCTCGTT FAM-ACTACGCAGCGCTGGAACCACATATCT-MGB 82 60 [2] 

pra 
CACACCGTCGTCATGATCTT

G 
CCGCTGTGGGACTCCAAA FAM-CGCCAGGGTTTGC-MGB 54 60 [5,6] 

groEL GCCGGGTGCAGCAGTATC CCGACGGCCGGATCA FAM-TGTTAGTGAACAGTGCATCG-MGB 63 60 [7] 

rpoT 
TGACTACGTCGTCGTCTTCG

A 
TGAGCCCAGCGAGGACAT FAM-AGACCGAGGTCGGC-MGB 80 60 [8] 

ML2179 ACGCTCGCGTATGTCAAAAA TCAACCTAGCCAATTTATCGATGA FAM-ATTTTGACCCATCGTTATAT-MGB 68 58 [9] 

ML1545 CTCCGTCCTCCGTCTTGCT GGCTCCCTTGGGATGGTTT FAM-ACTGTGAAATAGTTCATGCGG-MGB 61 60 [9,10] 

ML0098 TCGCTGCGGCCGTACTAC TGAAAGCGACCGGAATATCC FAM-AACCGCTGGCAACG-MGB 111 60 [4] 

ML0024 GGTGCACGATCACGATGGT TCCGGTTTGTCGTCGAAAG FAM-TCGATTCCCTGGCAGAT-MGB 57 60 [11] 

MntH ACCCGCTTGGACGTCATC TCGCCGTATTCACGATTCC FAM-TGGCGATGACGATCG-MGB 55 58 [12] 

AT repeats CGGGTTGGCGCTTCTG CGCCCATCACCCTAGCTTT FAM-TATGGCTGCGCAGTTG-MGB 57 60 [12,13] 

AGT 

repeats 
TCAACGCTGCGGTTTCG CCTTGGCAGGCGGTGAT FAM-TAGTCGCGCAGATGC-MGB 59 58 [12,13] 

TTC 

repeats 

CGGGAATAAGTTTAGCATTG

AAGAA 
TCCGTTGGGTTCGATCGA FAM-AGAACTCGCCGATGTC-MGB 124 60 [12,13] 
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