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Figure S1. Native ESI mass spectra of the early-eluting SEC fractions of the 1.3:1 AT/fXa 
mixtures incubated in the presence of 10x molar excess of dp6 (top) and dp20 (bottom) in 30 mM 
ammonium acetate. The insets show the corresponding SEC chromatograms (absorbance at 232 
nm). 
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