S1 Table. Public ChIP-seq data used in this study

Accession Sample Mark Rep Len Uniquely-mapped reads Dup Ref
(bp) Total Non- Duplicate rate
duplicate (%)
GSM798423  MCF7 ER 1 36 21359033 16272592 5086441 23.81 (1)
GSM798424  MCF7 ER 2 36 21425134 19976300 1448834 6.76 (1)
GSM798425  MCF7 ER 3 36 27545925 24047021 3498904 127 (1)
GSM798426  ZR75 ER 1 36 22253226 18589932 3663294 16.46 (1)
GSM798427  ZR75 ER 2 36 79276870 60170275 19106595 241 (1)
GSM798428  T47D ER 1 36 22081976 19720997 2360979 10.69 (1)
GSM798429  T47D ER 2 36 78269473 69328093 8941380 1142 (1)
GSM798430 BT474 ER 1 36 23114280 20186789 2927491 12.67 (1)
GSM798431 BT474 ER 2 36 23002429 20388556 2613873 11.36 (1)
GSM798432 TAMR ER 1 36 24648235 21003432 3644803 14.79 (1)
GSM798433 TAMR ER 2 36 31151281 28833101 2318180 744 (1)
GSM798434  MCF7 ER 1 36 27781866 24305683 3476183 1251 (1)
GSM798435  MCF7 ER 2 36 18507910 16371761 2136149 11.54 (1)
GSM798440  MCF7 Input 1 36 21210223 20777470 432753 204 (1)
GSM798441 ZR75 Input 1 36 11502752 11231763 270989 236 (1)
GSM798442  T47D Input 1 36 10705857 10518855 187002 1.75 (1)
GSM798443 BT474 Input 1 36 16793199 16112871 680328 405 (1)
GSM798444 TAMR Input 1 36 31863425 29833676 2029749 6.37 (1)
GSM2574780 HepG2 NRF1 1 50 16387026 10519371 5867655 35.81 (2)
GSM2574769 K562 NRF1 1 50 20768242 15872708 4895534  23.57 (2)
GSM2574770 K562 NRF1 2 50 20925928 19089859 1836069 8.77 (2)
GSM2574771 K562 NRF1 3 50 19045016 15005621 4039395 21.21 (2)
GSM2574812 MCF7 NRF1 1 50 10347139 8499440 1847699 17.86 (2)
GSM2574813 MCF7 NRF1 2 50 10869614 10549815 319799 294 (2)
GSM2574832 HepG2 Input 1 50 35233595 34504410 729185 207 (2)
GSM2574827 K562 Input 1 50 41580911 40957796 623115 1.5 (2)
GSM2574824 MCF7 Input 1 50 26377261 25702061 675200 256 (2)
GSM1233880 GM10847 H3K4me3 1 101 34926147 27874383 7051764 20.19 (3)
GSM1233881 GM10847 H3K4me3 2 101 27058899 19971279 7087620 26.19 (3)
GSM1233905 GM12878 H3K4me3 1 101 49711836 22887937 26823899 53.96 (3)
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ER ChlIP-seq data in five breast cancer cell lines were downloaded from NCBI under
accession GSE32222. NRF1 ChlP-seq data were from GSE97661. H3K4me3 ChlP-seq
data in five lymphoblastoid cell lines were from GSE50893. PCR-free H3K4me3 ChlP-
seq data in HeLa were from SRP067250. H3K27me3 and H3K36me3 ChlIP-seq data in
fetal retinal tissue (FW14, FW15, FW16, FW18, FW23 and FW24) were from GSE86981.
H3K27me3 and H3K36me3 ChlP-seq data in six breast cancer cell lines (76NF2V,
MB361, MCF10A, MCF7, UACCB812, and ZR751) were from GSE85158. Only uniquely
mapped reads with a minimum mapping quality score of 20 and no mismatch at the first
five bases were used. Dup rate, duplicate rate; Rep, replicate; Len, length.
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