(A): mrSP-D Peptide coverage

MLPFLSMLVL LVOPLGNLGA EMKSL SQOQRSV PNTICITL VMICS PTENGLPGRD
GRDGREGPRG EKGDPGLPGP MGLSGLQGPT GPVGPKGENG SAGEPGPKGE
RGLSGPPGLP GlI PGPAGKEG PSGKQGNI GP QGKPGPKGEA GPKGEVGAPG
MOGSTGAKGS TGPKGERGAP GVOGAPGNAG AAGPAGPAGP OGAPGSRGPP
GLKGDRGVPG DRGI KGESGL PDSAALRQOQOM EALKGKLORL EVAFSHYQKA
ALFPDGRSVG DK I FRTADSE K PFEDAOQEMC KOAGGQLASP RSATENAAIOQ
QLI TAHNKAA FLSMTDVGTE GKFTYPTGEP LVYSNWAPGE PNNNGGAENC
VEI FTNGQWN DKACGEQRLYV I CEF

(B): SVPNTCTLVMCSPTENGLPGR modifications
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Supplemental figure 1.

Mass spectrometric analysis of ozone exposed rSP-D in vitro reveals oxidation of cysteines at 15 and 20
position. Recombinant mouse SP-D (3ug) was de-glycosylated as described. The de-glycosylated SP-D was trypsinized
overnight and then assessed by the TSQ-Vantage mass spectrometer. (A): rSP-D Peptide coverage in Orbitrap: 25
exclusive unigue peptides, 42 exclusive unique spectra, 114 total spectra, 251/374 amino acids (67% coverage)

(B): Oxidation of peptide SVPNTCTLVMCSPTENGLPGR after in vitro ozone treatment. Green spikes represent high
confidence of identification (>95%). The experiment was run in triplicate.
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