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Figure S1 Sequence alignment for the classification of PRK sequences. The amino acid alignment of
PRK and uridine kinases from Fig. 1 was rendered using ESPript (Gouet et al., 1999). Similar residues
are shown in red and identical residues in white on a red background. Blue frames indicate homologous
regions. Species abbreviations and NCBI sequence identifier information are as follows: abbreviation,
species genus (NCBI code). Uridine kinase: E. coli, Escherichia coli (WP_097516444.1); H. volcanii,
Haloferax volcanii (WP_004043040.1); T. thermophilus, Thermus thermophilus (WP_011172663.1); D.
swuensis, Deinococcus swuensis (WP_039685329.1). Phosphoribulokinase: H. crunogenus,
Hydrogenovibrio crunogenus (WP_011369436.1); P. chromatophora, Paulinella chromatophora
(YP_002048771.1); Syn sp. WH 7803, Synechococcus sp. WH 7803 (WP_011933059.1); P. luminescens,
Photorhabdus luminescens (WP_036780244.1); R. rubrum, Rhodospirillum rubrum (WP_011390157.1);
R. sphaeroides, Rhodobacter sphaeroides (P12033.2); M. thermophilus, Methanoculleus thermophilus
(WP_066956607.1); M. palustris, Methanosphaerula palustris (WP_012617646.1); M. hungatei,
Methanospirillum hungatei (WP_011447825.1); A. profundus, Archaeoglobus profundus
(WP_012940929.1); L. polyedra, Lingulodinium polyedra (AAX13961.1); E. huxleyi, Emiliania huxleyi
CCMP1516 (XP_005767208.1); G. theta, Guillardia theta CCMP2712 (XP_005827680.1); T.
pseudonana, Thalassiosira pseudonana CCMP1335 (XP_002289281.1); P. tricornutum, Phaeodactylum
tricornutum CCAP 1055/1 (XP_002186456.1); E. gracilis, Euglena gracilis (AAX13964.1); L.
chlorophorum, Lepidodinium chlorophorum (CCC15103.1); S. oleracea, Spinacia oleracea
(XP_021851648.1); O. sativa, Oryza sativa Japonica Group (XP_015625719.1); S. moellendorffii,
Selaginella moellendorffii (XP_002986864.1); V. carteri, Volvox carteri f. nagariensis
(XP_002949322.1); C. reinhardtii, Chlamydomonas reinhardtii (XP_001694038.1); B. prasinos,
Bathycoccus prasinos (XP_007512393.1); Syn sp. PCC 6301, Synechococcus elongatus sp. PCC 6301
(WP_011242879.1); Syn sp. PCC 6803, Synechocystis sp. PCC 6803 (WP_010873078.1); T. elongatus
BP-1, Thermosynechococcus elongatus BP-1 (WP_011057751.1); Nostoc sp. PCC 7524
(WP_015137356.1); P. umbilicalis, Porphyra umbilicalis (OSX70232.1); G. sulphuraria, Galdieria
sulphuraria (XP_005707300.1); B. natans, Bigelowiella natans (AAP79209.1); C. merolae,
Cyanidioschyzon merolae strain 10D (XP_005535773.1); G. chorda, Gracilariopsis chorda
(PXF44800.1); P. purpureum, Porphyridium purpureum (extracted from genome).
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Figure S2 Alignment of group 1A PRK sequences for calculation of similarity scores. Amino acid
sequences of a representative set of group 1A PRK homologs were aligned using the EBI Clustal-O server
(https://www.ebi.ac.uk/Tools/msa/clustalo/). The similarity scores were calculated with ESPript (Gouet
et al., 1999). Secondary structure elements for PRK from Synechococcus sp. PCC6301 are indicated
above the sequences. Similar residues are shown in red and identical residues in white on a red
background. Blue frames indicate homologous regions. The Uniprot accession codes for the sequences
are: AOAOH3K®6J7, Synechococcus sp. PCC6301; Q8YPRY, Nostoc sp. PCC7120; Q8DHN2,
Thermosynechococcus elongatus BP-1; B6TYM1, Zea mays; P25697, Arabidopsis thaliana; D8SUA48,
Selaginella moellendorffii; A9RPJ4, Physcomitrella patens; AOA061S214, Tetraselmis GSLO18;
AO0A087SM57, Auxenochlorella protothecoides, ; DBTRR7, Volvox carteri; A81'YP4, Chlamydomonas
reinhardtii; CIMQ62, Micromonas pusilla; AOA090N369, Ostreococcus tauri; A4RW43, Ostreococcus

lucimarinus; D8LBIO, Ectocarpus siliculosus; Q8GUEL, Galdieria sulphuraria.
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