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Supplementary Table 1. Viraemia overestimation considering VL assays and HIV-1 variants
defined by phy. VL, viral load; phy, phylogenetic analysis; DBS, dried blood spot; CRF, circulating
recombinant form; URF, unique recombinant form.

VLin DBS Number of 78 DBS HIV-1 variants

2C, 2H, 1CRFO5_DF, 1CRF11_cpx, 1CRF18_cpx,
1CRF25_cpx, 2CRF27_cpx, 1CR45_cpx,
26UREF,
17 without sequence

Higher by Xpert VL 54 (69.2%)

11 total (14.1%)
11/54 overestimated
(20.3%)

Higher by Xpert VL (>0.5
log)

1C, 2H, 1CRF11_cpx, 1CRF27_cpx, SURF,
1 without sequence

1H, 1J, 1CRF19_cpx, 2CR45_cpx, 15 URFs,

Higher by Roche VL 23 (29.5%) 3 without sequence

[v)
Higher by Roche VL (>0.5 1 total (1.3%)

log) 1/23 overestimated 1CRF45_cpx
(4.3%)
Total cases with >0.5 log 1C, 2H, 1CRF11_cpx, 1CRF27_cpx,
VL differences across 12 (15.4%) 1CRF45_cpx, 5URF,

assays 1 without sequence




