
Figure S3: The sequence similarity of candidate reference genes compared between 84K poplar 

and Populus trichocarpa. 

1. ACT7 Sequence similarity: 100% 

 

2. EIF4A Sequence similarity: 99.51% 

 

 

3. GAPDH Sequence similarity: 98.90% 
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4. Histone Sequence similarity: 94.13% 

 

 

5. PP2A-2 Sequence similarity: 99.30% 

 

 

6. PP2A-A2 Sequence similarity: 98.69% 
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9. ATPase Sequence similarity: 97.99% 

 

 

10. UBP Sequence similarity: 99.10% 

 

 

11. bHLH Sequence similarity: 97.73% 
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12. DNAJ 2 Sequence similarity: 99.78% 

 

 

13. U6-1 Sequence similarity: 98.54% 

 

 

14. U6-2 Sequence similarity: 99.22% 
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15. 5.8S Sequence similarity: 99.66% 

 

 

16. miR171 Sequence similarity: 98.33% 

 

 

17. miR403 Sequence similarity: 98.62% 

 

 

18. miR482 Sequence similarity: 98.69% 
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