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Supplementary Material and Methods

Analysis of inhibition of transcription

For determination of the efficiency of inhibition of transcription hDCs were treated with

different concentrations of 5-ethynyl uridine (EU) according to manufacturer’s protocol.

RNA was visualized via click-chemistry reaction by coupling the fluorescent dye Alexa

Fluor 488 to EU using the Click-iT Nascent RNA Capture Kit. Subsequent visualization

was performed by flow cytometric analysis of permeabilized and fixed cells using an

Alexa Fluor 488-antibody (BD Biosciences).

Characterization of human iPSCs

To stain iPSCs for the hESC surface marker TRA-1-81, cells were washed and

incubated with TRA-1-81 live staining antibody (ReproCell) at a final concentration of

2.5 ng/ml for 30 min at 37 °C. After the incubation, cells were washed again and

analyzed by fluorescence microscopy.
















