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Figure S1: Performance comparisons for primary tissues among our method DiffEM, 10D and
QDMR for each epigenetic mark. (A) The MatchedNum, (B) The AveDS.
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Figure S2: Performance comparisons for the whole group among our method DiffEM, 10D and
QDMR for each epigenetic mark. (A) The MatchedNum, (B) The AveDS.



