— — — —,

Feature Group

— —_

Feature Group

ICso Censored

Sensitive/Resistant Only

Feature Group

NN - 0 O O WO OO NN —

— —h

3 e [-0.039, 0.085]
o £40.048, 0.068)
0 D [-0.048, 0.057]
3 [-0.055, 0.05]
1 - [-0.055, 0.047]
4 - [-0.057, 0.047]
6 o — [-0.059, 0.049]
9 ':._,7 u Average [-0.062, 0.044]
5 - e Dataset 1 10,065, 0.044)
+ Dataset 2
000 010 020 0.30 0.40

Estimated Variable Importance

Quantitative ICgq

2 o [0.04, 0.176]

1 ) [0.022, 0.157]

3 ._'——_'— ) [-0.023, 0.095]
' P

8 t [-0.042, 0.068]
[ —

2 .'_— [-0.062, 0.042]
e ——

0 .'_—— [-0.063, 0.041]
D — —

3 !—— [-0.065, 0.041]
o ——

9 l—'— [-0.068, 0.037]
———

1 '.'—'— [-0.07, 0.035]
L ————

4 1_— [-0.073, 0.031]
!

7 :—'_ [-0.075, 0.028]
f———————

5 :—'— [-0.08, 0.026]
L ——

6 :—'— [-0.089, 0.021]
L

—

—

Feature Group

—
WNDhW =2 = N0 O oMo MO

—

T T T

0.00 0.10
Estimated Variable Importance

020 030  0.40

Quantitative ICs

- 3 [0.124, 0.323] o | - [0.148, 0.255]
— 0.107, 0.263] 1 r 0.126,0.233]
—— [0.016, 0.146] 3 — — [0.079, 0.168]
- [-0.011, 0.087) 9 —— [0.072, 0.156]
—i—..— [-0.013, 0.087] 3 —_— [0.071, 0.154]
—i—.— [-0.015, 0.086] 8 1 0 i —_— [0.069, 0.151]
‘ - o [-0.015, 0.085] (D 1 —_— [0.068, 0.152]
e 12 L
: = [-0.018, 0.085] S 5 —_— [0.066, 0.151]
Q—i—.— [-0.017, 0.079] 8 7 i . — [0.067, 0.15]
P — [:0.021,0.079] 11 — 0.067, 0.149]
————— ° i —_———
P — :0.023, 0.079] 13 | P — 0.06, 0.141]
e ° | —_——
————— [-0.021, 0.077] 4 [ — [0.057, 0.14]
1—?—0—' e —
Q—i—'— [-0.023, 0.073] 6 — [0.037,0.119]
n—?-o—' [ s—

0.00 0.10 0.20 0.30 0.40 0.00 0.10 0.20 0.30 0.40
Estimated Variable Importance Estimated Variable Importance
Neutralization Slope Feature group definitions

:_— tooss.o0q |1 VRCO1 binding footprint
— tosoo | 9 (D4 binding sites
":_._T oot 3 Sites with sufficient exposed surface area
:—" PEE 4 Sites identified as important for glycosylation
— [-0.083, 0.005]
il 5 Sites with residues that covary with
- oo the VRCO1 binding footprint
le—- [-0.083, 0.004]
- 6 Sites associated with VRCO1-specific
— ro.08, 0.0001 potential N-linked glycosylation (PNGS) effects
:'T‘— oo 7 gp4l sites important for VRCO1 binding
e—- [-0.085, 0.004]
o 8  Sites for indicating N-linked glycosylation
:_'w_ [-0.085, 0.002] : B K
o 0092 0008 9  Majority virus subtypes
L o000 | 10 Reglon-specific counts of PNGS
' 11 Viral geometry
000 010 020 030  0.40 12 Cysteine counts
Estimated Variable Importance 13 Steric bulk at critical locations




