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S7 Table. Analysis of consensus sequences in E. coli B7A 1 

 

GAAC/GTTC 

Downstream base 

A C G T 

Upstream base A 2.78% 

(10/360) 

4.17% 

(15/360) 

23.61% 

(85/360) 

5.56% 

(20/360) 

C 3.61% 

(13/360) 

4.17% 

(15/360) 

11.67% 

(42/360) 

3.89% 

(14/360) 

G 3.89% 

(14/360) 

2.78% 

(10/360) 

21.67% 

(78/360) 

5% 

(18/360) 

T 0.28% 

(1/360) 

1.39% 

(5/360) 

4,72% 

(17/360) 

0.83% 

(3/360) 
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