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Additional File 1 - Differentially expressed transcripts in colonic mucosa between slow responders and fast responders
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0.000514261
0.00053171
0.00043966
5.99E-05
0.00046331
0.000418832
0.000186422
0.0004168
9.64E-06
3.19E-05
0.000398362
0.000374334
0.000180822
0.000159753
1.27E-06
0.000176207
7.30E-06

NA
0.126745464
0.125163736
0.131939809
0.125163736
0.114740192

NA
0.125163736
0.104657875

NA
0.115224761
0.114740192
0.114740192

0.11108458
0.114740192
0.114740192

0.11108458

0.06962657
0.113985219

0.11108458
0.099731231

NA
0.025453221
0.051009747

NA

NA

NA

NA
0.025453221
0.099053811
0.025453221

3.077639461
3.068392644
3.111935696
3.039165956
3.104056723
3.301638434
3.647285074
3.115230117
3.482275087
3.252047797
3.228188449
3.253910957
3.243646922
3.365225577
3.28881641
3.274325172
3.356883044
4.222573178
3.334128326
3.377960144
3.729502837
3.38007229
5.015922966
4.496209317
3.399722096
3.426740725
3.742748732
3.796550977
5.896196279
3.753976843
5.13667714



ENSG00000184163 FAM132A 0.664945291 1.585508147 8.14E-06 0.025453221 5.089375595
ENSG00000137225 CAPN11 0.667061925 1.587836015 5.97E-05 NA 4.224025669
ENSG00000232175 RP4-659119.1 0.712128963 1.63821983 2.03E-05 NA 4.692503962
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