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A. Tryptic digests (83.7% coverage) 

1 Acc. #: Q8BKH7 Uniprot ID: SIN1_MOUSE Species: MOUSE Name: Target of Rapamycin Complex 2 
subunit MAPKAP1 
Organism: Mus musculus Gene: Mapkap1 Existence: Evidence at protein level Version: 1 
Protein MW: 59009.2 Protein pI: 7.2 Protein Length: 522 Index: 416897 

1  MAFLDNPTII  LAHIRQSHVT  SDDTGMCEMV  LIDHDVDLEK  THPPSVPGDS  GSEVQGSSGE  TQGYIYAQSV  DITSSWDFGI  
	

81  RRRSNTAQRL  ERLRKERQNQ  IKCKNIQWKE  RNSKQSAQEL  KSLFEKKSLK  EKPPSSGKQS  ILSVRLEQCP  LQLNNPFNEY  
	

161  SKFDGKGHVG  TTATKKIDVY  LPLHSSQDRL  LPMTVVTMAS  ARVQDLIGLI  CWQYTSEGRE  PKLNDNVSAY  CLHIAEDDGE  
	

241  VDTDFPPLDS  NEPIHKFGFS  TLALVEKYSS  PGLTSKESLF  VRINAAHGFS  LIQVDNTKVT  MKEILLKAVK  RRKGSQKISG  
	

321  PQYRLEKQSE  PNIAVDLEST  LESQNAWEFC  LVRENSSRAD  GVFEEDSQID  IATVQDMLSS  HHYKSFKVSM  IHRLRFTTDV  
	

401  QLGISGDKVE  IDPVTNQKAS  TKFWIKQKPI  SIDCDLLCAC  DLAEEKSPSH  AVFKLTYLSS  HDYKHLYFES  DAATVSEIVL  
	

481  KVNYILESRA  STARADYLAQ  KQRKLNRRTS  FSFQKEKKSG  QQ     	
	

B. GluC digests (63.2% coverage). 

Acc. #: Q8BKH7 Uniprot ID: SIN1_MOUSE Species: MOUSE Name: Target of Rapamycin Complex 2 
subunit MAPKAP1 
Organism: Mus musculus Gene: Mapkap1 Existence: Evidence at protein level Version: 1 
Protein MW: 59009.2 Protein pI: 7.2 Protein Length: 522 Index: 416897 

1  MAFLDNPTII  LAHIRQSHVT  SDDTGMCEMV  LIDHDVDLEK  THPPSVPGDS  GSEVQGSSGE  TQGYIYAQSV  DITSSWDFGI  
 

81  RRRSNTAQRL  ERLRKERQNQ  IKCKNIQWKE  RNSKQSAQEL  KSLFEKKSLK  EKPPSSGKQS  ILSVRLEQCP  LQLNNPFNEY  
 

161  SKFDGKGHVG  TTATKKIDVY  LPLHSSQDRL  LPMTVVTMAS  ARVQDLIGLI  CWQYTSEGRE  PKLNDNVSAY  CLHIAEDDGE  
 

241  VDTDFPPLDS  NEPIHKFGFS  TLALVEKYSS  PGLTSKESLF  VRINAAHGFS  LIQVDNTKVT  MKEILLKAVK  RRKGSQKISG  
 

321  PQYRLEKQSE  PNIAVDLEST  LESQNAWEFC  LVRENSSRAD  GVFEEDSQID  IATVQDMLSS  HHYKSFKVSM  IHRLRFTTDV  
 

401  QLGISGDKVE  IDPVTNQKAS  TKFWIKQKPI  SIDCDLLCAC  DLAEEKSPSH  AVFKLTYLSS  HDYKHLYFES  DAATVSEIVL  
 

481  KVNYILESRA  STARADYLAQ  KQRKLNRRTS  FSFQKEKKSG  QQ  
    

	

	

Figure S3, related to Figure 5. Sequence coverage maps of the MS analysis of SIN1. A) Tryptic 
digestion; B) GluC digestion. Peptides identified in the MS analysis of the enzymatic digestions are shown 
in red. Unambiguous phosphorylation sites are highlighted in dark blue. Ambiguous assignments are 
shown in green. 
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S* or T* denotes phosphorylated serine or threonine. M✝ denotes oxidized methionine.	
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
	
	
	
	
	
	
	
	
	
	
	

Table S1. List of phosphopeptides identified in SIN1 by LC-MS/MS (tryptic digestions)

Expectation value Phosphopeptide Phosphorylation m/z Charge

5.30E-05 M(Met-loss+Acetyl)AFLDNPT*IILAHIR T8 858.4505 2+
6.60E-04 SLFEKKS*LK S128 580.3101 2+
9.20E-03 EKPPS*SGKQSILSVR 135|136 (ambiguous) 846.9397 2+
6.00E-05 FGFS*TLALVEK S260 646.3203 2+
1.20E-04 YSS*PGLTSK S270 510.2264 2+
4.60E-05 YSSPGLTS*KESLFVR 274|275 (ambiguous) 875.9246 2+
3.30E-04 YSSPGLTSKES*LFVR S278 875.9249 2+
3.10E-05 INAAHGFS*LIQVDNTK S290 904.4411 2+
1.80E-05 INAAHGFS*LIQVDNTKVTMK S290 756.3809 3+
1.10E-03 KGS*QKIS*GPQYR S315 754.8399 2+
5.70E-04 GSQKIS*GPQYR S319 650.8057 2+
1.10E-03 KGS*QKIS*GPQYR S315 and S319 754.8399 2+
1.70E-04 ENSS*RADGVFEEDSQIDIATVQDM✝LSSHHYK 356|357 (ambiguous) 901.8951 4+
3.00E-03 ENSS*RADGVFEEDSQIDIATVQDMLSSHHYK 356|357 (ambiguous) 897.8961 4+
1.70E-03 ADGVFEEDS*QIDIATVQDMLSSHHYK S367 1005.7702 3+
2.60E-03 RTS*FSFQK S510 540.7474 2+
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S* or T* denotes phosphorylated serine or threonine. 	
	
	
	

Table S2. List of phosphopeptides identified in SIN1 by LS-MS/MS (GluC digestions)

Expectation value Phosphopeptide Phosphorylation m/z Charge

1.80E-05 KTHPPS*VPGDSGSE S45 737.8126 2+
1.30E-04 KTHPPSVPGDSGSEVQGS*S*GE S57;S58 1099.9342 2+
2.30E-04 KKS*LKEKPPSSGKQSILSVRLE S128 840.4711 3+
1.60E-03 KYSS*PGLTSKE S270 638.7895 2+
2.60E-03 ILLKAVKRRKGS*QKISGPQYRLE S315 687.9012 4+
1.10E-03 NS*SRADGVFEE S356 645.7535 2+
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