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Table 1. Free energy change as a function of mutation to alanine

Approximate location Residue AAGp
“Lipid-facing” le'"Ala +0.1 (x0.2)
residues PheAla -0.1 (x0.3)
Met™Ala -0.2 (x0.1)
lle®Ala -0.4 (+0.1)
Gly*Ala -0.1 (x0.2)
“Helix-interaction” Leu”Ala +1.3 (x0.1)
residues lle™Ala +1.8 (+0.1)

Gly"”Ala +1.7 (x0.2)
Va®Ala +0.4 (+0.2)
Gly*Ala +3.2 (x0.2)
Va®Ala +1.0 (x0.2)

Thr¥Ala +0.9 (+0.1)

These are the data plotted in Fig. 3.
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