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Supplemental Figure 1. Total bacterial RNA composition during a fatal exacerbation
(sample D-8). A) Bacterial ribosomal RNA composition was assigned with BLASTn against
the SILVA SSU database, with an E-value cutoff of 0.001. The best hit from 10,000
subsample replicates was used. Results are shown at the genus level. B) Bacterial non-
ribosomal RNA composition at genus level assigned by BLASTn vs NT with an E-value

cutoff of 0.001. The best hit was selected.



