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Figure S1. (top) Diagram of the transmembrane helices of mTSPO from the 
atomic NMR structure [9, PDB ID-2MGY]. (bottom) Table summarizing the deletion 
mutants of mammalian TSPO presented in the literature. 
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Figure S2. Circular dichroism spectra of rec-mTSPO. Spectra recorded in the 
presence of sodium dodecyl sulfate (SDS, red line) or in the presence of 
dodecylphosphocholine (DPC, black line) detergent.
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Figure S3. Ligand-induced stabilization of the rec-mTSPO structure in 
dodecylphosphocholine (DPC) detergent. 2D 1H-15N HSQC spectra of 15N labelled
rec-mTSPO in DPC micelles in the absence (A) and in the presence (B) of PK 11195. 
Boxes focus on NH indole resonance of tryptophans. 


