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Supplementary Figure 2
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Supplementary Figure 3
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Supplementary Figure 5
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Supplementary Figure 6

Casel Case 2 Case 3
. "5 : ‘u3
) tow7
[ ]
[ ] 4
o #1 . o#m
’ [ ] #N 3
o #4
! - ,
#8e0
#Ha .
#7 7]
_ ° L4
: . #1
. #3
#6 . o H#4
. .
o ; o 6 e
Case4 Case5 Case b6
[ ] [ ] 6 [ ]
) #6 #5 #7
[ ]
. #4 #3
- ° 2
. o offl Ty
#w #5
: #8 .
2
o #6
o #4 o
#7 #5 o . o #l
L % #3 ° #7
#4 o #1 #2 . *u3

) Benign cores [ ]

Tumour cores




