Cathgen450k: Full vs. reduced clock internal consistency GSE20067: Full vs. reduced clock internal consistency GSE20242: Full vs. reduced clock internal consistency
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GSE41169: Full vs. reduced clock internal consistency ‘GSE42861: Full vs. reduced clock internal consistency GSE42865: Full vs. reduced clock internal consistency
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S1 Fig. Violin plots of residuals by sex, from regression of Horvath DNA methylation age acceleration on sex.
Plots presented for 450k data, reduced 450k data, in the CATHGEN 450k and publicly available GEO datasets. The
distribution of residuals from the regression of age acceleration on sex is the same even after removing the 17
probes, indicating that regressions using age acceleration from the reduced 450k data (which underestimates DNA
methylation age) remain valid as the underestimation is captured as an intercept shift in the models.



