Supplementary Figure 1

& B
A & &L

FFF P

& @

&
1-16 mouse TERT 2-16 mouse TERT

Ry
Ex1
hTERT mRNA 4kb Ex16
RNA RT-PCR and H——v‘/——H
RNA size selection 4kb )
BN 4.2kb Ex16 veoveew op——
Hela -— Bio-Rad — Ex2 Library prep: - -
RT pri 42°C _\x 28kb  Ex16 - Repair
primer  gs3_550C  ——+—H— 41 DNA
Al - Ligate
hairpin
adapters
hTERT-2-16 - Anneal
—D primer
——p hTERT-1-16.  Bind pol
»
Quality ‘l'
Analyze control
Splice De-multiplex
landscape and alignment
with GMAP
Only primer <
to primer
sequences

| RT

Exons 1

_# _‘
___ I I S S S S
= Exon included 0 100 200 300

Exon excluded Reads

Telomerase positive cells exons included —
7 TRANSCRIPTS/526 READS

3 most abundant
1-15 (delta2-14)
FL (>100 reads)

Del2

NIH-3T3
mTert

I [ [ I T 1 [ [ .
] [ [ T T 1 &=
| . 1 ! [ [ ]
0 600 1200
s EX0ON included Reads
Exon excluded Telomerase positive human cancer cells exons included —

4 TRANSCRIPTS/1460 READS

3 most abundant

2-16 (1246 reads)
2,3,9-16 (95 reads)
2,11-16 (44 reads)



Supplementary Figure 2
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