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Figure S3 pairwise—phasing accuracy rate in population with 2 offspring
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Figure S4
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rlgure S5 Pairwise—phasing accuracy rate in population with 10 offspring
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Figure S6
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Figure S7
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Figure S8
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Figure S9
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Figure S10 SNP missing rate in population with 6 offspring
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Figure S11 SNP missing rate in population with 10 offspring
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igure S12 i ' ' '
Flgure S1 Incorrect dosage rate in population with 2 offspring
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Figure S13-Incorrect dosage rate in population with 6 offspring
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Figure S14
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Figure S15
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Figure S16
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Figure S18

PopPoly genotypes vs. KASP genotypes
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