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Sequencing depth per homologue (m−f−c)
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Sequencing depth per homologue (m−f−c)
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Sequencing depth per homologue (m−f−c)

S
M

R
SNP missing rate in population with 2 offspring

5−5−2 5−5−5 15−15−2 15−15−5 20−20−20 30−30−30

0.
00

0.
13

0.
26

0.
40

0.
53

0.
66 PopPoly

TriPoly
H−PoP
SDhaP

dick
Typewritten Text
Figure S9



Sequencing depth per homologue (m−f−c)

S
M

R
SNP missing rate in population with 6 offspring

5−5−2 5−5−5 15−15−2 15−15−5 20−20−20 30−30−30

0.
00

0.
14

0.
27

0.
41

0.
55

0.
68 PopPoly

TriPoly
H−PoP
SDhaP

dick
Typewritten Text
Figure S10



Sequencing depth per homologue (m−f−c)

S
M

R
SNP missing rate in population with 10 offspring

5−5−2 5−5−5 15−15−2 15−15−5 20−20−20 30−30−30

0.
00

0.
14

0.
27

0.
41

0.
55

0.
69 PopPoly

TriPoly
H−PoP
SDhaP

dick
Typewritten Text
Figure S11



Sequencing depth per homologue (m−f−c)
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Sequencing depth per homologue (m−f−c)
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