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S5 Fig. Phylogenetic relationship between select class A β-lactamases and Cpe proteins described 

in the current study. Multiple sequence alignments using the predicted amino acid sequences of 

Cpe proteins listed in S4 Fig. and class A β-lactamases including Bla (from the S. clavuligerus 

cephamycin C biosynthetic gene cluster, CAA90895.1) and TEM-1 (from E.coli, AMM70781.1) 

were used to prepare the tree, and bootstrap analyses were performed using 100 replicates. All 

positions containing gaps were eliminated during the analysis and the number next to each node 

represents the percentage of trees in which the respective topologies were observed. 


