Title: Supplementary Movie 1 MD simulation of VDAC1 in an outer mitochondrialmembrane
model containing 5 mol% ceramide.

Description: MD simulation showing the approach and binding of a ceramide molecule on VDAC1 to
the vicinity of membrane-facing glutamate residue Glu73 over a 2.3 us period. Protein surface
colours mark polar (green), apolar (white), cationic (blue) or anionic (red) residues.

Title: Supplementary Movie MD simulation of VDAC2 in an outer mitochondrialmembrane model
containing 5 mol% ceramide.
Description: MD simulation showing the approach and binding of a ceramide molecule on VDAC2 to

the vicinity of membrane-facing glutamate residue Glu84 over a 6.0 us period. Protein surface
colours mark polar (green), apolar (white), cationic (blue) or anionic (red) residues.



