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Figure Supplemental 1: TGFBRI/TGFBRII gene signature and its association with tumor grade and patient
outcome

A) TGFBRI/TGFBRII gene signature and its association with tumor grade using1881 breast cancer cases of
GOBO database.
B) TGFBRI/TGFPBRII gene signature and its association with patient outcome using DMFS as an end point in

different tumor grades using 1881 breast cancer cases of GOBO database.



