Table 1. Bacterial strains, plasmids and primers used in this study.

Strain, plasmid, or

primer Genotype or properties Reference
S. maltophilia
KJ Wild type, a clinical isolate from Taiwan 1
K] A1l S. maltophilia K] sodA1 mutant; sodAl This study
K] A2 S. maltophilia K] sodA2 mutant; sodA2 This study
K] B S. maltophilia KJ sodB mutant; sodB This study
KJ Al1AB S. maltophilia KJ sodA1 and sodB double mutant; sodA1,  This study
sodB
K] A2AB S. maltophilia K] sodA2 and sodB double mutant; sodA2,  This study
sodB
K] Al A2 S. maltophilia K] sodA1 and sodA2 double mutant; sodAI, This study
sodA2
K] Al1AA2AB S. maltophilia K] sodA1, sodA2, and sodB triple mutant; This study
sodAl, sodA2, sodB
KJASoxR S. maltophilia KJ soxR mutant;  soxR 2
KJAOxyR S. maltophilia K] oxyR mutant; oxyR 2
Escherichia coli
F- $80dlacZAM15 A(lacZYA-argF)U169 deoR recAl )
i . Invitrogen
DHb5a endAl hsdR17 (v mx*) phoA supE44 A thi-1 gyrA96
relAl
S17-1 . . .
A pir + mating strain 3
Plasmids
pEX18Tc sacB oriT, Tcr 4
pRK415 Broad host range expression vector, Tcr 5
Plasmid pRK415 containing a xylE cassette and the
PRKXylE orientation of xy/E gene being opposite to the 1
orientation of lacZ promoter of pRK415; Tcr
p SodAl pEX18Tc with an internal deletion sodA1 gene; Tcr This study
pASodA2 pEX18Tc with an internal deletion sodA2 gene; Tcr This study
pASodB pEX18Tc with an internal deletion sodB gene; Tc* This study
pSod Al pRK415 with a PsodAI-xy{E promoter transcriptional This study
fusion; Ter
pSod A2 pRK415 with a PsudAZ-xy%E promoter transcriptional This study
fusion; Tcr
pSodBxyie pRK415 with a PsodB—Xyl'E promoter transcriptional This study
fusion; Ter
Primers
SodAIN-F 5- GGGAGCTCAGTTGAAGGCGTGGA -3’ This study
SodAIN-R 5- GCTCTAGAAGCGAGTACGACAT -3 This study
SodA1C-F 5- GATTCTAGAACTGGATGTCTGGGA -3’ This study
SodA1C-R 5- CGCGCATGCGGATCGGCAAA -3’ This study
SodA2N-F 5- GCGGTACCTGCTGTTCGCGGTTA -3 This study
SodA2N-R 5- CATCTAGAGCAGGGTATAGGCCA -3’ This study
SodA2C-F 5- CGTTCTAGAACGTCATCGACTGGA -3’ This study
SodA2C-R 5- ACCGTCGACCTGATGACCTGGAT -3’ This study
SodBN-F 5-GGGAGCTCGGCAGGTTGGAGA-3 This study
SodBN-R 5-GAAAGCTTCCACGTAGGCGCGA-¥ This study
SodBC-F 5-GGGAGCTCGGCAGGTTGGAGA-3 This study




SodBC-R 5-CAGGTCGACCACCTCGATGCGA-3’ This study

SodA1Q-F 5- TACTCGCTTCCCCCGCTCCC -3’ This study

SodA1Q-R 5- GCTGAGCACGGTCCAGAACAGG -3 This study
SodA2Q-F 5’- CCTACGCCTACGACGCGCTG -3’ This study

SodA2Q-R 5- CACGTCGCCCACCGGGTTAC -3 This study
SodBQ-F 5- TGCCTGCCCTGCCCTACCTTTC -3’ This study
SodBQ-R 5- TCGCCGAACTGGCGCTTCAC -3’ This study

16S DNA-F 5’- GACCTTGCGCGATTGAATG -3’ 6

16S DNA-R 5- CGGATCGTCGCCTTGGT -3’ 6
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