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qRT-PCR analysis of angiogenesis genes
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qRT-PCR analysis of angiogenesis genes


HIF1-alpha Log RQ

qRT-PCR analysis of HIF1-alpha gene
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qRT-PCR analysis of HIF1-alpha gene


Heat map of angiogenesis protein array
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Heat map of angiogenesis protein array 


Pixel Density (Pixel count)
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Angiogenesis protein array pixel intensity 


qRT-PCR analysis of mitochondrial genes
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qRT-PCR analysis of mitochondrial genes
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Oxygen consumption rate using Seahorse XF96
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Oxygen consumption rate using Seahorse XF96 
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Glycolysis rate using Seahorse XF96
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Glycolysis rate using Seahorse XF96 


OCR/ECAR(pMoles/mpH)

OCR/ECAR using Seahorse XF96
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OCR/ECAR using Seahorse XF96 


Oxygen consumption rate using Oroboros

o0
o

o
o
[

Area under the curve (um?)
N I
(e o



Husseiny A Mohamed
Oxygen consumption rate using Oroboros  


TrxR activity
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TrxR activity
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RH-123 fluorescence intensity analysis using flowcytometer
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RH-123 fluorescence intensity analysis using flowcytometer 


RH-123 integrated intensity (%)

RH-123 fluorescence intensity analysis using fluorescence microscopy
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RH-123 fluorescence intensity analysis using fluorescence microscopy 


Gap area (nm?)

Scratch assay
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Scratch assay
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