
 

 
Figure S1 The sequencing data of circβ-catenin from database circBase. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 
Figure S2 The RNA levels of circβ-catenin were examined in the normal liver cell line 

LO2 and four liver cancer cell lines. RPLP0 gene was used as reference gene for 

normalization and its mRNA levels do not change across cell lines. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

Figure S3 The Bel7404 cells with stable knock down of circβ-catenin were transfected 

with empty vector or circβ-catenin expression vector. MTT assay (A), colony formation 

assay (B) and wound healing assay (C) showed that the circβ-catenin overexpression 

vector could rescue the shRNA-mediated phenotypes. (n=4 ;*, P < 0.05) 

    

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

Figure S4 The Bel7404 cells with stable knock down of circβ-catenin were transfected 

with empty vector, circβ-catenin expression vector or circβ-catenin expression vector 

with mutated start codon. MTT assay (A), colony formation assay (B) and wound 

healing assay (C) showed that the circβ-catenin overexpression vector can rescue the 

shRNA-mediated phenotypes while the mutated expression vector failed to rescue them. 

(n=4 ;*, P < 0.05) 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

Figure S5 Knockdown of circβ-catenin suppressed in vivo tumor growth. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 
Figure S6 Validation of the sequencing data by using RT-PCR examination. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

Figure S7 Evaluation of the coding capacity of circβ-catenin. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

Figure S8 β-catenin-370aa activated Wnt/β-catenin pathway. 


