A Targeted capture—based NGS of 13 FFPE samples (P1 to P13)

Multiplex PCR-based NGS of 13 FFPE samples (P1 to P13)
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B Targeted capture—based NGS of 3 FFPE samples (P14 to P15) Multiplex PCR-based NGS of 3 FFPE samples (P14 to P15)
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