Fragaria vesca g12690 G| PDRVIMNEVF TAMSKALNF INPDELSMOCIL IALNRFLOl
PYELIECLE R GEIEREPNE ARV OV P ERVIIDEVF | AMSKALNF INPDELSMQCILIALNRFLOQ
Cai:sicum annuum (GVPDRVIIDEVF IAMSKALNF INPDELSMQCILIALNRFLOl
Solanum lycopersicum (GVPDRVIIDEVF | AMSKALNF INPDELSMOCIL IALNRFLOl
Glycine max PDS1 (GVPERVIIDEVF | AMSKALNF INPDELSMOCIL IALNRFLOl
Zea mays (GVPDRVIMIDEVF | AMSKALNF INPDELSMQCILIALNRFLOl
Oryza sativa Os|_010044 (GVPDRVIMIDEVF | AMSKALNF INPDELSMOCILIALNRFLOI
aligned against Fragaria

Fig. S7. Amino acid sequences for published plant PDS genes

vesca.
The extraction shown is the alignment for exon 7 of F. vesca g12690 (Fv assembly v4).

The solid line above the alignment indicates the position of the CRISPR/Cas9 edited
nucleotide target sequence.



