SUPPLEMENTAL MATERIAL

Johnson J.R. et al. Rapid emergence, subsidence, and molecular detection of Escherichia coli
sequence type 1193-fimH64 (ST1193-H64), a new disseminated multidrug-resistant
commensal and extraintestinal pathogen.

Table S1. Virulence genes of Escherichia coli isolates from sequence type ST1193-H64 or other
ST14 complex (STc14) STs.

Virulence gene Prevalence of virulence gene2
(column %)
Functional Specific Definition Other STc14 ST1193-H64  Pvalue
category geneabcde isolates (n=830r117)
(n=137)
Adhesin F10 papA allele Antigenic variant, P fimbriae 31(85) 87 (100) 0.006
papA/C/EF/G 11 pap operon (P fimbriae) 6 (16) 0(0) 0.001
sfa/focDE S and F1C fimbriae 4(11) 0 (0) 0.008
focG F1C adhesin 3(8) 0(0) 0.03
afa/draBC Dr-binding adhesin 16 (43) 0(0) <0.001
Toxin hlyD alpha hemolysin 4(11) 1(1) 0.03
sat secreted autotransporter toxin 30 (81) 80 (96) 0.009
Siderophore iroN salmochelin receptor 5(14) 0 (0) 0.002
ireA siderophore receptor 5(14) 1(1) 0.01
Protectin K1 (kpsM allele) group 2 capsule variant 0(0) 62 (75) <0.001
K5 (kfiC) group 2 capsule variant 34 (92) 20 (24) <0.001
traT serum-resistance associated 24 (65) 2(2) <0.001
075 rfb 075 antigen 35 (95) 127 (100) .0498
018 rfb 018 antigen 2(5) 0 (0) .0498
Miscellaneous ibeA invasion of brain endothelium 7 (19) 0(0) <0.001
clbB/N colibactin synthesis 31(84) 0(0) <0.001

aGenes shown are those that differed significantly in prevalence between ST1193 vs. other STc14 STs.

bGenes detected in all isolates (prevalence, 100%): fimH, yfcV, fyud, usp, ompT, and malX.

cOther genes detected in 2 1 isolate but without a significant prevalence difference between ST1193 vs. other STc14
STs (respective prevalence): afaE8 (3% vs. 0), iha (87% vs. 93%), hra (3% vs. 0%), cnf1 (3% vs. 0%), cdtB (3% vs.
0%), pic (3% vs. 0%), vat (00% vs. 99%), iutA (87% vs. 93%), chuA (100% vs. 89%), and kpsM 11 (95% vs. 99%).
dGenes sought but not detected: sfaS, bmakE, clpG, gafD, hlyF, tsh, astA, kpsM 111, K15, rfc, cvaC, iss, and H7 fliC.



70 80 90 100 Isolate PFGE Sample Host  Laboratory Locale Year No.
1 1 1 J
MVAST1206 1297 Fluid Human  Clinical Lab/VAHCS Minneapolis, MN 2013 2
l l UMEC092 1297 Kid. fl Human  Clinical Lab/UofMN Minneapolis, MN 2013 1
'l CVAST3433 1297 Human ID research/VAHCS Minneapolis, MN 2017 9
‘ l RM203 1297 Clinical Human Mayo Clinics Rochester, MN 2011 2
Quoi4 1297 Human Hospitals/Clinics Brisbane, QLD, AUS |2008 8
1 | | CVASTO0752 1297 Human ID research/VAHCS Minneapolis, MN 2015 3
'1 I MVAST2890 1297 Human Clinical Lab/VAHCS Minneapolis, MN 2015 1
' Il - MVAST3843 1297 Human  Clinical Lab/VAHCS Minneapolis, MN 2016 5
MVAST2433 1297 Human Clinical Lab/VAHCS Minneapolis, MN 2014 3
MVAST3002 1297 Human  Clinical Lab/VAHCS Minneapolis, MN 2015 2
l l MVAST4827 1297 Human  Clinical Lab/VAHCS Minneapolis, MN 2017 4
, ' ' 'l | MVAST3353 1297 Human  Clinical Lab/VAHCS  Minneapolis, MN 2015 1
CVAST3836 1297 Human 1D research/VAHCS Minneapolis,MN 2018 2
' l UMECO077 1297 Human  Clinical Lab/UofMN  Minneapolis, MN 2013 2
' . MVAST1277 1297 Human  Clinical Lab/VAHCS Minneapolis, MN 2013 5
' l USVAST306 1297 Human  Clinical Lab/VAHCS San Diego, CA 2011 1
. : ' USVAST298 1297 Human  Clinical Lab/VAHCS San Diego, CA 2011 1
CVAST1347 1297 Dog ID research/VAHCS Minneapolis, MN 2015 1
110 ) MVAST4540 1297 Human _ Clinical Lab/VAHCS  Minneapolis, MN 2016 1
) I CVAST3802 2359 Human D research/VAHCS Minneapolis, MN 2017 2
l | Quo74 2359 Clinical Human Hospitals/Clinics 2008 1
A MVAST4035 2359 Urine  Human Clinical Lab/VAHCS Minneapolis, MN 2016 1
' CVAST4435 2364 Fecal Human D research/VAHCS Minneapolis, MN 2018 2
l 4 MVAST4981 2364 Blood Human  Clinical Lab/VAHCS Minneapolis, MN 2017 1
‘, ' MVAST5543 2364 Sputum Human Clinical Lab/VAHCS Minneapolis, MN 2017 1
MVAST4605 2365 Urine Human  Clinical Lab/VAHCS Minneapolis, MN 2016 1
' ‘ USVAST522 2365 Clinical Human Clinical Lab/VAHCS Salt Lake City, UT 2011 1
CVAST3810 2361 Fecal Human ID research/VAHCS Minneapolis, MN 2017 2
] MVAST4935 2361 Urine Human Clinical Lab/VAHCS Minneapolis, MN 2017 2
Qucii 2361 Clinical Vet Path laboratory 2008 1
| 1 CVASTO0265 2361 ID research/VAHCS Minneapolis, MN 2014 1
MVAST5732 2361 Clinical Lab/VAHCS Minneapolis, MN 2018 1
| UMECO098 2361 Clinical Lab/UofMN  Minneapolis, MN 2013 1
B _— MVAST5172 2366 Urine Human Clinical Lab/VAHCS Minneapolis, MN 2017 1
I Quo24 1298 Clinical Human Hospitals/Clinics Brisbane, QLD, AUS [2008 14
Il l | | l CVAST1400 1298 ID research/VAHCS Minneapolis, MN 2015 1
4| Ij Quco7 1298  Clinical Vet Path Laboratory 2008 1
| MVAST1296 1298 Wound Human Clinical Lab/VAHCS Minneapolis, MN 2013 1
] ' MVAST2072 2362 Urine Human  Clinical Lab/VAHCS Minneapolis, MN 2013 1
E ' USVAST494 2362 Clinical Human  Clinical Lab/VAHCS Miami, FL 2011 1
. 3 I MVAST4134 2362 Sputum Human Clinical Lab/VAHCS Minneapolis, MN 2016 1
MVAST5750 2123  Urine Human  Clinical Lab/VAHCS Minneapolis, MN 2018 1
M , ’ MVAST5982 2123 Wound Human Clinical Lab/VAHCS Minneapolis, MN 2018 1
MVAST5100 2123  Urine Human  Clinical Lab/VAHCS Minneapolis, MN 2017 3
CVAST2709 2123 Human D research/VAHCS Minneapolis, MN 2016 2
' MVAST2496 2123 Tine Human  Clinical Lab/VAHCS Minneapolis, MN 2014 1
l ' MVAST3517 2123 Urine Human  Clinical Lab/VAHCS Minneapolis, MN 2015 3
CVAST4470 2123 Human D research/VAHCS Minneapolis, MN 2018 1
, ' MVAST4797 2123 Blood Human  Clinical Lab/VAHCS Minneapolis, MN 2017 1
' MVAST4928 2123 Fluid Human Clinical Lab/VAHCS Minneapolis, MN 2017 1
MVAST3600 2123 Wound Human Clinical Lab/VAHCS Minneapolis, MN 2015 1
I MVAST3804 2123 Urine Human  Clinical Lab/VAHCS Minneapolis, MN 2016 7
. i CVAST3466 2123 Fecal Human ID research/VAHCS Minneapolis, MN 2017 2
4 MVAST1582 2363 Fluid Human Clinical Lab/VAHCS Minneapolis, MN 2013 1
l l MVAST4861 2367 Urine Human Clinical Lab/VAHCS Minneapolis, MN 2017 1
MVAST6025 2360 Urine Human Clinical Lab/VAHCS Minneapolis, MN 2018 1
QU097 1299 Clinical Human Hospitals/Clinics | Brisbane, QLD, AUS [2008 1

Fig. S1. Pulsed-field gel electrophoresis profiles of Escherichia coli ST1193-H64 isolates. Scale is percent
profile similarity according to Dice coefficients. Dendrogram is based on one arbitrarily selected representative for
each unique combination of pulsotype, specimen type (Sample), host, laboratory, locale, and year. Horizontal lines

separate different pulsotypes (defined at the 94% profile similarity level in comparison with the index profile for a
given pulsotype). Boxes indicate: in the Sample column, fecal isolates (others are clinical isolates); in the Host

column, dog isolates (others are from humans); and in the locale column, Australian isolates (others are from the

USA). Definitions: AUS, Australia; ID, Infectious Diseases; Kid., kidney; fl., fluid; Lab, laboratory; No, total number of
isolates with the particular combination of characteristics; PFGE, pulsotype; QLD, Queensland; VAHCS, Veterans

Affairs Health Care System; Vet Path, veterinary pathology.



ID PFGE FQ-R No.
QU014 1297 YES
MVAST4605 2365 YES
MVAST5543 2364 YES
QU024 1298 YES
MVAST2072 2362 YES
CVAST3802 2359 YES
CVAST0265 2361 YES
MVAST5172 2366 YES
MVAST1582 2363 YES
MVAST4861 2367 YES
MVAST6025 2360 YES
QU097 1299 YES
CVAST2709| 2123 YES
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MVAST3675 2376 -
MVAST3509 2375 -
CVAST0826 1987 -
MVAST1761 2370 -
MVAST1595 2369 -
MVAST2765 1710 -
MVASTO0706 1654 -
MVAST4708 2377 -
MVAST5028 2378 -
MVAST2248 2371 -
CVAST2914 2296 -
MVAST2653 2373 -
MVAST3372 2374 -
MVAST2392 2372 -
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Fig. S2. Pulsed-field gel electrophoresis profiles of index Escherichia coli isolates from
ST1193-H64 vs. other STs from the ST14 complex. Scale is percent profile similarity
according to Dice coefficients. Dendrogram is based on the index profile for each pulsotype.
Horizontal line separates ST1193-H64 isolates from other ST14 complex isolates. Boxes: three
most prevalent pulsotypes (1297, 1298, 2123). Definitions: ID, identifier; PFGE, pulsotype; FQ-
R, fluoroquinolone-resistant; No., total number of study isolates represented by the particular
pulsotype; -, not FQ-R; Other, non-ST1193-H64.



