gar————— AEXQ7772.1 Catharanthus roseus CrAQO

(@) 39 _|: ALO23117.1 Kalopanax septemlobus (b)
100 ANG56299.1 Panax quinquefolius Gene Accession source Total score Identity
99 PHU17805.1 Capsicum chinense BPLO AHL46848.1 Betula platyphylla 997 100%
BAP59949.1 Olea europaea
AMZ03376.1 Plectranthus barbatus VVAO15 NP_001268115.1  Vitis vinifera 833 81.04%
55 08 AFZ40058.1 Ocimum basilicum
99 _I: AMZ03375.1 Plectranthus barbatus
55 BBG80452.1 Avicennia marina
ﬁl: XP 011078182.2 Sesamum indicum
XP 002522937.1 Ricinus communis
38 BAW34647.1 Glycyrrhiza uralensis
100 — L XP 003525322.1 Glycine max
ﬂ: AIT93302.1 Medicago sativa
CBNB88268.1 Medicago fruncatula MtAO12
64 57 XP004503562.1 Cicer arietinum
ﬂ: XP 007222742.1 Prunus persica
XP021816761.1 Prunus avium
100 XP 024193939.1 Rosa chinensis
45 30 XP 021278523.1 Herrania umbratica
AZS32333.1 Lagerstroemia speciosa
41 _I: NP 001268076.1 Vitis vinifera \/\wvAO17

31 100 NP 001268115.1 Vitis vinifera \/\'vAO15
—— AHL46848.1 Betula platyphylla BPLO
64 —— ASB17946.1 Polygala tenuifolia




