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(A) Malate Annotated in Endpoint Extract by COLMARmM
Peak database TH database 13C exp 1H exp 13C
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(B) Putative Glutamine Annotation in in-vivo data
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©) UDP-GIcNAc and UDP-Glc qualitative changes in in-vivo data
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Supplementary Figure 6. Qualitative assessment for unquantifiable metabolites in this study. (A)
Malate was annotated in the 2D data for endpoint extracts by peak matching to databases using
COLMARm!. Positions of matched peaks are indicated with a red ellipse and in the peak table. (B)
Peaks consistent with glutamine increased in the aerobic and may be present in the anaerobic
condition. (C) UDP-GIcNAc (UDP-N-Acetyl Glucosamine; UDP-NAG) and UDP-Glc (UDP-
Glucose) were annotated in the aerobic condition but could not be traced reliably.



