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membrane 
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nucleotidyl 
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1737 (37)
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29
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 (
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binding 
protein

54

1079 (54) 55

1413 (56)

nucleoside 2-
deoxyribosyltransferase
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402 (35)

RNA ligase

57

15
45

 (
29

)

58

127 (45)

PhoH-related 
protein
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246 (48)
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(4
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DNA 
binding 
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(3
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membrane 
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terminase 
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membrane 
protein

86
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protein
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protease
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PhoH-related 
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endonuclease
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(3
4)

77
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 (
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)
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82

859 (54)

putative prohead 
protease
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262 (53) 84

570 (53)

putative capsid protein
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19
23

 (
53

)
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121 (53)

putative tail fiber 
protein

87

397 (53)

virion component

88

1088 (53)
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2069 (53)

baseplate hub 
assembly protein
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20
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 (
53

)
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583 (53)

putative major tail sheath protein

92

1477 (53)

putative 
tail tube 
protein
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143 (7)

putative intron-
encoded nuclease

94

16
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 (
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)

95

69
7 

(4
9)

96
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(3
0)
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 (
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virion 
component

99

1276 (48) 100

633 (49)

tail 
morphogenetic 
protein

101

733 (51)

tail morphogenetic protein, tape masure protein

102

838 (53)

tail morphogenetic protein
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404 (38)

tail morphogenetic 
protein, putative 
peptideglycan 
hydrolase

104

15
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 (
3)

105

1953 (14)

mobile element protein

106

1262 (49)

putative glycerophosphoryl diester phosphodiesterase

107

1901 (52)

virion component

108

1599 (53)

virion 
component

109

1254 (53)

putative 
baseplate 
protein

110

150 (54)

putative baseplate 
protein

111

2115 (38)

tail morphogenetic protein

112

1448 (54)

putative 
baseplate 
protein

113

1644 (54)

tail morphogenetic protein (siliadase domain), putative adsorption associated 
tail protein

114

18
8 

(5
0)

115

44 (52)

virion component, putative tail fiber

116

1632 (48)

virion 
component, 
putative 
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117

289 (50)
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fiber

118

447 (40)

DNA helicase

119

1199 (51)

putative Rep protein

120

758 (53)

DNA helicase

121

279 (53)

putative exonuclease

122

1739 (51)

123

2010 (53)

putative exonuclease

124

809 (53)

anti- sigma 
factor

125

146 (51)

DNA primase

126
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(5
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127
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129
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ribonucleotide 
reduction 
protein 
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130
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ribonucleotide reductase large subunit

131

277 (48)

ribonucleotide 
reductase minor 
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