A: Proteolytic degradation by trypsin, chymotrypsin, Lys-C and Asp-N enzymes ofthe heavy
chain of Herceptin®. 97.1% coverage

EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTY IHWVRQAPGRGLEWVARIYPTNGYTRYADSVRGRE
TISADTSRNTAYLOMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQOGTLVTVSSASTRGPSVFPLAPSSK
STSGGTAALGCLVRDYFPEPVIVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICN
VNHRPSNTRVDRRVEPKSCDRTHTCPPCPAPELLGGPSVFLFPPRPRDTLMISRTPEVTCVVVDVSHE
DPEVEFNWYVDGVEVHNARTRPREEQYNSTYRVVSVLTVLHQDWLNGREYRCKVSNRKALPAPIERTIS
KARGQPREPQVYTLPPSREEMTRNQVSLTCLVKGFYPSDIAVEWESNGQPENNYRTTPPVLDSDGSEF
LYSKLTVDESRWQQGNVFSCSVMHEALHNHYTQRSLSLSPGK

B: Proteolytic degradation by trypsin, chymotrypsin, Lys-C and Asp-N enzymes ofthe heavy
chain of 5G4 mAb. 96.0% coverage

EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTY IHWVRQAPGRGLEWVARIYPTNGYTRYADSVRGRET

ISADTSENTAYLOMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGTLVIVSSASTRGPSVFPLAPSSEST
SGGTAALGCLVEDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTOTYICNVNH
RPSNTEVDREVEPRSCDRTHTCPPCPAPELLGGPSVFLFPPRPRDTLMISRTPEVTCVVVDVSHEDPEV
EFNWYVDGVEVHNARTRPREEQYNSTYRVVSVLTVLHODWLNGREYRCRVSNRALPAPIERTISRARGQ
PREPQVYTLPPSRDELTRNQVSLTCLVRGFYPSDIAVEWESNGQPENNYRTTPPVLDSDGSFFLYSRKLT
VDRSRWOQOGNVFEFSCSVMHEALHNHYTORSLSLSPGEK

S1 Fig: Sequence by MALDI and ESI of Herceptin and 5G4 mAb. The
proteolytic degradation of the heavy chain for both antibodies is observed. In
red: mapped sequence, in black: sequence without mapping and highlighted in
red: the CDRs. A and B: Proteolytic degradation by trypsin, chymotrypsin, Lys-C
and Asp-N enzymes of the heavy chain of Herceptin and 5G4 mAb,

respectively.



