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Supplemental Methods 

Cell-free kinase assay  

A radioisotopic protein kinase assay (33PanQinase®  Activity Assay, ProQinase GmbH, 

Freiburg, Germany) was used to measure the kinase activity of protein kinases including a 

panel of 28 CDK/cyclin complexes formed from 16 CDKs and 15 cyclins. 

 

Supplemental table and figure legends 

Table S1. List of targets profiled in Figure 1  

Table S2. IC50 values of CDK/cyclin complexes by QS1189 

Figure S1. Inhibition of RNAPII CTD phosphorylation by QS1189 treatment 

MCL cells were treated with the indicated dose of QS1189 for 24 h. The indicated protein 

levels were analysed by immunoblotting. 

Figure S2. GO analysis of G2/M arrest 

RNA sequencing was performed as described in Figure 2. GO analysis of 3-fold upregulated 

or downregulated genes based on biological processes using DAVID software. 

Figure S3. Modulation of anti-apoptotic protein by QS1189 treatment 

Cells were treated with the indicated doses of QS1189 for 24 h. The indicated protein levels 

were analysed by immunoblotting. 
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