
Table S1. Primer information and genetic diversity indices of 54 microsatellite DNA markers 

Forward Reverse

MCW0248
f 1 55 GTTGTTCAAAAGAAGATGCATG TTGCATTAACTGGGCACTTTC 210‒222 4.02 5 0.07 0.79 0.81

MCW0111
f 1 55 AAGTGGTTTACCTGGTTCAG TGTCCACTTGTCAATGATGT 93‒110 6.19 8 0.23 0.85 0.88

MCW0112 1 55 ATCTCTCTGCCCATGTTTCAG GATCACTAAGGTCCCTTCAA 265‒280 5.15 6 0.40 0.80 0.88

ADL0268
f 1 55 CTCCACCCCTCTCAGAACTA CAACTTCCCATCTACCTACT 106‒121 6.09 7 -0.14 0.78 0.75

MCW0145 1 55 ACTTTATTCTCCAAATTTGGCT AAACACAATGGCAACGGAAAC 159‒209 6.89 8 0.08 0.77 0.79

LEI0234
f 2 55 ATGCATCAGATTGGTATTCAA CGTGGCTGTGAACAAATATG 217‒321 8.34 15 0.10 0.74 0.77

ADL0190 2 55 TCAGCTCTTCAGGCAAAAAG AACTTGGACCACAATCTTAT 203‒220 7.33 9 -0.11 0.76 0.73

MCW020
f 2 55 ACATCTAGAATTGACTGTTCAC CTTGACAGTGATGCATTAAATG 217‒239 6.72 8 -0.08 0.71 0.69

ADL0257 2 55 ATCTTGAAACCTCACAAAGC TCTTCCAACCTATTTTTAGT 151‒198 13.12 23 -0.08 0.75 0.72

LEI0096 2 55 GATCAGATTGGTTCCCTGTG TGGGTGAAGTTTCCTCGTAG 212‒242 6.93 11 -0.06 0.68 0.66

MCW0034
f 2 55 TGCACGCACTTACATACTTAGAGA TGTCCTTCCAATTACATTCATGGG 219‒242 7.33 14 -0.09 0.71 0.68

LEI0228 2 55 GCTGGGTTATTTCAATATGTGG AGCGTACCTGATAATGATGAGC 158‒464 10.23 25 0.22 0.74 0.80

ADL0146 2 55 GACCTGCATTGTCAGTGACC TGCTTCCTACCCATTCTCCT 153‒204 8.22 11 -0.04 0.73 0.72

MCW0222
f 3 55 GCAGTTACATTGAAATGATTCC TTCTCAAAACACCTAGAAGAC 224‒228 2.66 3 0.05 0.39 0.42

MCW0103
f 3 55 AACTGCGTTGAGAGTGAATGC TTTCCTAACTGGATGCTTCTG 263‒267 2.76 3 -0.12 0.70 0.67

MCW0252 3 55 CTGCTCAAGCCCATCAAATGG CGATAACATCTGACACTGCC 283‒307 8.29 14 0.16 0.82 0.85

MCW0016
f 3 55 ATGGCGCAGAAGGCAAAGCGATAT TGGCTTCTGAAGCAGTTGCTATGG 127‒147 4.94 8 -0.06 0.75 0.74

LEI0166
f 3 55 CTCCTGCCCTTAGCTACGCA TATCCCCTGGCTGGGAGTTT 340‒356 4.62 6 0.09 0.87 0.89

MCW0037
f 3 55 ACCGGTGCCATCAATTACCTATTA GAAAGCTCACATGACACTGCGAAA 147‒155 5.06 8 -0.08 0.79 0.77

MCW0295
f 4 55 ATCACTACAGAACACCCTCTC TATGTATGCACGCAGATATCC 80‒96 5.81 8 -0.05 0.73 0.72

MCW0167 4 55 GATCCCAAAACAAATGCACAC CTTACATGAGTGCTATCTGCT 80‒108 3.95 5 0.18 0.72 0.77

LEI0094
f 4 55 GATCTCACCAGTATGAGCTGC TCTCACACTGTAACACAGTGC 244‒282 8.50 15 -0.03 0.79 0.78

MCW0240 4 55 CAAAACCGGTGTCACCTACTG GGTTATTTCTTCAGTGACTTCC 160‒200 7.53 20 -0.01 0.76 0.76

MCW0098
f 4 55 GGCTGCTTTGTGCTCTTCTCG CGATGGTCGTAATTCTCACGT 259‒261 2.00 2 0.16 0.70 0.75

MCW193 5 55 ATTACGTCTGCACCAGTACAG TATTCAATAGAGTTACGCTGTC 292‒308 7.51 9 -0.01 0.77 0.77

MCW0078
f 5 55 CCACACGGAGAGGAGAAGGTCT TAGCATATGAGTGTACTGAGCTTC 143‒151 4.93 5 0.35 0.78 0.86

MCW0081
f 5 55 GTTGCTGAGAGCCTGGTGCAG CCTGTATGTGGAATTACTTCTC 108‒132 6.91 8 -0.11 0.90 0.89

LEI0192
f 6 55 TGCCAGAGCTTCAGTCTGT GTCATTACTGTTATGTTTATTGC 259‒369 7.86 14 0.06 0.79 0.80

MCW0014
f 6 55 TATTGGCTCTAGGAACTGTC GAAATGAAGGTAAGACTAGC 168‒189 4.82 8 0.14 0.76 0.79

LEI0196 6 55 ACCCATGAATGTTTCCTATGC GATCCCTTCCTAATACATAGTC 174‒218 11.38 18 0.04 0.72 0.73

MCW0183
f 7 55 ATCCCAGTGTCGAGTATCCGA TGAGATTTACTGGAGCCTGCC 298‒321 4.59 7 -0.01 0.76 0.76

ADL0169 7 55 CCACACCAAACTGCTTCATA ATTCCGCCTCCCCATTAGTG 85‒113 8.65 13 0.06 0.77 0.78

ADL0258 8 55 TCATTTCAGCTCACATTTTA TTTTCAGGTTGTCTGGTTGC 160‒181 5.37 8 -0.06 0.71 0.70

ADL0278
f 8 55 CCAGCAGTCTACCTTCCTAT TGTCATCCAAGAACAGTGTG 119‒129 5.56 6 0.13 0.77 0.80

MCW0134 9 55 GGAGACTTCATTGTGTAGCAC ACCAAAAGACTGGAGGTCAAC 259‒289 8.58 14 -0.08 0.68 0.65

MCW0067
f 10 55 GCACTACTGTGTGCTGCAGTTT GAGATGTAGTTGCCACATTCCGAC 171‒180 4.88 7 -0.10 0.73 0.70

ADL0106 10 55 CATTCTCTGATTCTGCCTTT AACTCCTGGTGTGCTACAAA 146‒155 3.80 4 -0.01 0.67 0.66

ADL0112
f 10 55 ATCTCAAATGTAATGCGTGC GGCTTAAGCTGACCCATTAT 132‒140 4.04 5 0.00 0.79 0.79

ADL0210 11 55 ACAGGAGGATAGTCACACAT GCCAAAAAGATGAATGAGTA 113‒128 5.91 9 -0.07 0.73 0.71

LEI0099 12 55 GATCTGGCAGAACAGAAACAG ATATTTCACACCTGACCTGCG 90‒195 5.14 9 -0.10 0.72 0.69

ADL0147 13 55 CTGGTGAATGAGAAGCGATG GCTGCGGCAATAAACTCCCT 205‒218 5.27 7 0.13 0.77 0.80

MCW0216
f 13 55 GGGTTTTACAGGATGGGACG AGTTTCACTCCCAGGGCTCG 134‒146 6.14 8 -0.02 0.75 0.75

MCW0104
f 13 55 TAGCACAACTCAAGCTGTGAG AGACTTGCACAGCTGTGACC 192‒232 5.97 11 0.04 0.70 0.71

MCW0123
f 14 55 CCACTAGAAAAGAACATCCTC GGCTGATGTAAGAAGGGATGA 88‒104 7.40 8 0.01 0.84 0.84

MCW0330
f 17 55 TGGACCTCATCAGTCTGACAG AATGTTCTCATAGAGTTCCTGC 252‒290 5.29 7 -0.04 0.72 0.71

MCW0217 18 55 GATCTTTCTGGAACAGATTTC CTGCACTTGGTTCAGGTTCTG 150‒178 5.98 9 -0.08 0.72 0.70

MCW0287 19 55 TAATGGGATCGTCATAAGTGC CTACCCTTCTTTCCTGCATTG 219‒254 9.72 14 0.08 0.84 0.85

MCW0165
f 23 55 CAGACATGCATGCCCAGATGA GATCCAGTCCTGCAGGCTGC 111‒115 3.05 4 0.03 0.84 0.85

MCW0069
f 26 55 GCACTCGAGAAAACTTCCTGCG ATTGCTTCAGCAAGCATGGGAGGA 159‒178 4.98 8 -0.05 0.62 0.60

MCW0233 27 55 TCCAGCAGTAAGTATAGCTGC TGTTAGCTGCAGGGTATTAGC 201‒211 4.00 4 -0.15 0.82 0.79

ADL0284 28 55 GCAGCACACGATTTATTGCC AGCTGATCCGTTCTGTCCTG 113‒152 9.89 16 -0.02 0.68 0.68

MCW0331 Z 55 AGAGGGTAAGAAATCCTGCTG CAGAGCAGCTGGAGATGTAAAG 218‒226 3.79 4 0.50 0.86 0.93

ADL0273 Z 55 GCCATACATGACAATAGAGG TGGTAGATGCTGAGAGGTGT 131‒155 7.75 10 0.19 0.92 0.93

LEI0075 Z 55 TTTCACATCCAGTGCGTGTCTG GGGCAGAGAAAGACGAAATGG 91‒196 11.80 17 0.32 0.80 0.86
a 
AR : Allelic richness

b 
Na : Number of alleles

c 
F IS : the correlation between alleles within individuals within lines.

d 
F ST : the correlation between alleles within subpopulations relative to the total population.

e 
F IT : the correlation between alleles within individuals relative to the entire set of lines.

f 
Microsatellite markers that are recommended by FAO.
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Table S2. Presence of null alleles determined by the chi-square test for Hardy-Weinberg equilibrium

MCW0248 MCW0111 MCW0112 ADL0268 MCW0145 LEI0234 ADL0190 MCW0206 ADL0257 LEI0096 MCW0034 LEI0228

GSP no no no no no no no no no yes no no

GSN/1 no no no no no no no no no no no no

YL no no no no no no no no no no no yes

PNP no no no no no no no no no no no no

BM-C no no no no no no no no no no no no

WL-G no no no no no no no no no no no no

WL-M/O no no no no no no no no no no no no

BL-E no no no no no no no no no no no no

RIR no no no no no no no no no no no no

GB yes no no no no no no no no no no no

CAL no no no no no yes no no no no no no

DD no no no no yes no no no no no no no

SIL no no no no yes no no no no no no yes

CHN no no no no no no no no no no no no

EJ no no no no no no no no no no yes no

PC no no no no no no no no no no no yes

JB no no no no no no no no no no no no

CB no no no no no no no no no no no yes

#413 no no no no no no no no no no no no

OS no no yes no no no no no no no no no

RJF no yes yes no no no no no no no yes no



ADL0146 MCW0222 MCW0103 MCW0252 MCW0016 LEI0166 MCW0037 MCW0295 MCW0167 LEI0094 MCW0240 MCW0098 MCW0193 MCW0078

no no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no no no no no no no yes no no

no no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no no no no no no no no no yes

yes no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no no no no no no yes no no no

no no no no no no yes no no no no no no no

no no no no no no no no no no no no no no

no no no yes no no no no no no yes no no no

no no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no no no no yes no no yes no yes



MCW0081 LEI0192 MCW0014 LEI0196 MCW0183 ADL0169 ADL0258 ADL0278 MCW0134 MCW0067 ADL0106 ADL0112 ADL0210 LEI0099

no no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no yes no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no no no no no no yes no no no

no no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no no no no no no yes no no no

no no no no no yes no no no no no no no no

no no yes yes no no no yes no no no no no no

no no no no no no no no no no no no no no

no no no no no no no no no no no no no yes

no no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no yes no no no no no yes yes no



ADL0147 MCW0216 MCW0104 MCW0123 MCW0330 MCW0217 MCW0287 MCW0165 MCW0069 MCW0233 ADL0284 MCW0331 ADL0273 LEI0075

no no no no no no no no no no no no no yes

no no no no no no no no no no no no no no

yes no no no no no no no no no yes no no no

no no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no no no no yes no no no yes no

no no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no yes no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no no yes no no no no no no no

no no no no no no no yes no no yes no no no

no no no no no no no no no no no no yes yes

no no no no no no no no no no no no no yes

no no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no no no no no no no no no no

no no no no no no no no no no no yes no yes



Locus Line Fragment

size of allele

MCW0248 RJF 222

MCW0112 WL-M/O 278

ADL0257 BM-C 198

OS 173

MCW0034 RIR 240

LEI0228 OS 412

ADL0146 CB 155

MCW0103 BL-E 267

MCW0252 PNP 297

SIL 299

LEI0166 DD 346

LEI0094 GSP 282

MCW0014 BL-E 182

LEI0196 SIL 204

BM-C 187

ADL0112 BM-C 132

LEI0099 SIL 133

MCW0216 PNP 146

MCW0123 SIL 100

ADL0273 YL 136

CB 137

LEI0075 RIR 171

CHN 168

Table S3.  Diagnostic locus at which a specific

allele was found at 100% frequency within line.


