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i_Ascomycota_Saccharomycetes_ EEQ46728_MF
Fungi_Ascomycota_Saccharomycetes_NP_010820_MF
F

Ustilago_maydis_Fungi_Basidiomycota_Ustilaginomycetes_XP_011392613_MF
Sporisorium_reilianum_Fungi_Basidiomycota_Ustilaginomycetes_SJX66569_MF
idiomycota_Agaricomycetes_KDQ31231_MF
diomycota_Agaricomycetes_XP_007325187_MF
oformans_Fungi_Basidiomycota_Tremellomycetes_OWZ54792_MF
senterica_Fungi_Basidiomycota_Tremellomycetes_XP_007007282_MF
a_Fungi_Basidiomycota_Wallemiomycetes_XP_009268238_MF
Pucciniomycetes_XP_018273596_MF
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100

70

86

92
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40867_MF
Caenorhabditis_elegans_Metazoa_Protostomia_Nematodes_NP_508866_BF
Prunus_persica_Archaeplastida_Angiosperms_Eudicots_XP_007210380_BF
Arabidopsis_thaliana_Archaeplastida_Angiosperms_Eudicots_NP_001031768_BF
Citrus_sinensis_Archaeplastida_Angiosperms_Eudicots_XP_015385210_BF
Beta_vulgaris_Archaeplastida_Angiosperms_Eudicots_XP_010678776_BF
Chenopodium_quinoa_Archaeplastida_Angiosperms_Eudicots_XP_021733616_BF
Solanum_tuberosum_Archaeplastida_Angiosperms_Eudicots_XP_006344398_BF
Erythranthe_guttata_Archaeplastida_Angiosperms_Eudicots_XP_012831222_BF
Vitis_vinifera_Archaeplastida_Angiosperms_Eudicots_XP_002279079_BF
89 Nelumbo_nucifera_Archaeplastida_Angiosperms_Eudicots_XP_010243061_BF
Aquilegia_coerulea_Archaeplastida_Angiosperms_Eudicots_PIA61935_BF
Elaeis_guineensis_Archaeplastida_Angiosperms_Monocots_XP_010936708_BF
Musa_acuminata_Archaeplastida_Angiosperms_Monocots_XP_009403915_BF
—188 100 Setaria_italica_Archaeplastida_Angiosperms_Monocots_XP_004957459_BF
Zea_mays_Archaeplastida_Angiosperms_Monocots_NP_001334036_BF
Amborella_trichopoda_Archaeplastida_Angiosperms_Amborellales_XP_020520678_BF
77 Citrus_sinensis_Archaeplastida_Angiosperms_Eudicots_XP_006483869_MF
_W' Prunus_persica_Archaeplastida_Angiosperms_Eudicots_XP_007222331_MF
Vitis_vinifera_Archaeplastida_Angiosperms_Eudicots_XP_010651426_MF
19 61 700 Chenopodium_quinoa_Archaeplastida_Angiosperms_Eudicots_XP_021742677_MF
100 _|72 L—=———— Beta_vulgaris_Archaeplastida_Angiosperms_Eudicots_XP_010682543_MF
Arabidopsis_thaliana_Archaeplastida_Angiosperms_Eudicots_ OAP17368_MF
83 700 Erythranthe_guttata_Archaeplastida_Angiosperms_Eudicots_XP_012848207_MF
L Solanum_tuberosum_Archaeplastida_Angiosperms_Eudicots_XP_006356432_MF
100 100 Amborella_trichopoda_Archaeplastida_Angiosperms_Amborellales_XP_006840737_MF
|_|74— Elaeis_guineensis_Archaeplastida_Angiosperms_Monocots_XP_010932471_MF
100 Musa_acuminata_Archaeplastida_Angiosperms_Monocots_XP_009419129_MF
100 | 700 Zea_mays_Archaeplastida_Angiosperms_Monocots_NP_001147318_MF
L= Setaria_italica_Archaeplastida_Angiosperms_Monocots_XP_004964926_MF
Picea_sitchensis_Archaeplastida_Gymnosperms_Pinaceae_ ACN39905_BF
74 100 o0 Physcomitrella_patens_Archaeplastida_Streptophyta_Bryophyta_ PNR48205_BF
_| 54 L—=—  Physcomitrella_patens_Archaeplastida_Streptophyta_Bryophyta_ PNR39518_BF
Selaginella_moellendorffii_Archaeplastida_Streptophyta_Lycopodiophyta_XP_002991207_BF
Klebsormidium_nitens_Archaeplastida_Streptophyta_Klebsormidiophyceae_ GAQ88623_BF
86 100 Volvox_carteri_Archaeplastida_Chlorophyta_Chlorophyceae_XP_002951581_BF
100 Tetrabaena_socialis_Archaeplastida_Chlorophyta_Chlorophyceae_ PNH01916_BF
70 Chlamydomonas_eustigma_Archaeplastida_Chlorophyta_Chlorophyceae_GAX74733_BF
Coccomyxa_subellipsoidea_Archaeplastida_Chlorophyta_Chlorophyceae_XP_005649526_BF
100 00 Chlorella_variabilis_Archaeplastida_Chlorophyta_Trebouxiophyceae_XP_005849803_BF
100 Mi inium_conductrix_Archaeplastida_Chlorophyta_Trebouxiophyceae_PSC76369_BF
Auxenochlorella_protothecoides_Archaeplastida_Chlorophyta_Trebouxiophyceae_XP_011395801_BF
E66 Ostreococcus_lucimarinus_Archaeplastida_Chlorophyta_Mamiellophyceae_XP_001417152_BF
100 Bathycoccus_prasinos_Archaeplastida_Chlorophyta_Mamiellophyceae_XP_007512793_BF
67 L Micromonas_commoda_Archaeplastida_Chlorophyta_Mamiellophyceae_XP_002507494_BF
Dictyostelium_discoideum_Amoebozoa_Mycetozoa_XP_635721_MF
um_Amoebozoa_Mycetozoa_XP_020435549_MF
oa_XP_012749739_MF
Mycetozoa_XP_004350440_MF
1700 Galdieria_sulphuraria_Archaeplastida_Rhodophyta_Bangiophyceae_XP_005706891_MF
'87 L Cyanidioschyzon_merolae_Archaeplastida_Rhodophyta_Bangiophyceae_XP_005538053_MF
L Cyanophora_paradoxa_Archaeplastida_Glaucophyta_Glaucophyceae_Rutger_MF
Naegleria_gruberi_Excavata_Heterolobosea_XP_002673339_MF
002936415_MF
_018429326_MF
840603_MF
P_007896215_MF
S4RV07_MF
oderms_XP_794774_MF
P_002123410_MF
Amphimedon_queenslandica_Metazoa_Porifera_XP_019864408_MF
atyhelminthes_PAA94822_MF
)776_MF
a_Placozoa_XP_002117444_MF
31817_MF
660016_MF
03449_MF
3232157_MF
4455_MF
86
81 1700 Klebsormidium_nitens_Archaeplastida_Streptophyta_Klebsormidiophyceae_ GAQ81909_MF
76 L Physcomitrella_patens_Archaeplastida_Streptophyta_Bryophyta_PNR38182_MF

Salpingoeca_rosetta_Opisthokonta_Choanoflagellida_XP_004994681_MF
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Bigelowiella_natans_Rhizaria_Chlorarachniophyceae _gw1.60.5.1_MF

Phaeodactylum_tricornutum_Stramenopiles_Diatom_XP_002182988_MF

viles_Eustigmatophyceae_EWM25386_MF

s_Phaeophyceae_CBN80136_MF

s_Oomycetes_GAX98015_MF

008870724_MF
Anaeromyces_robustus_Fungi_Neocallimastigomycota_ ORX79475_MF

Neocallimastix_californiae_Fungi_Neocallimastigomycota_ ORY82188_MF

80

10
— Piromyces_finnis_Fungi_Neocallimastigomycota_ ORX46439_MF

Basidiobolus_meristosporus_Fungi_Zygomycota_Entomophthoromycotina_ORX89453_MF

| ET) Emiliania_huxleyi_Haptophyceae_lsochrysidales_XP_005773108_MF

Chrysochromulina_CCMP291_Haptophyceae_Prymnesiales_K0O023244_MF

700 Trypanosoma_cruzi_Excavata_Kinetoplastida_ESS63561_MF
1

I 171

Leishmania_braziliensis_Excavata_Kinetoplastida_XP_001566050_MF

0.7

1 80 Planoprotostelium_fungivorum_Amoebozoa_Mycetozoa_PRP75060_MF
Entamoeba_invadens_Amoebozoa_Archamoebae_XP_004257507_MF
700 Giardia_intestinalis_Excavata_Diplomonadida_EES99976_MF
177 L Giardia_lamblia_Excavata_Diplomonadida_EF063639_MF
L Emiliania_huxleyi_Haptophyceae_lIsochrysidales_XP_005774435_MF
158 Linderina_pennispora_Fungi_Zygomycota_Kickxellomycotina_ ORX65976_MF
: 70 = Coemansia_reversa_Fungi_Zygomycota_Kickxellomycotina_PIA14999_MF

19_MF

Cryptosporidium_hominis_Alveolata_Apicomplexa_XP_666747_MF

Mitosporidium_daphniae_Fungi_Microsporidia_XP_013238421_MF



