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Time post activation in vivo (h)
Supplemental Figure X. Genes differentially expressed during in vivo IJ activation. (A) MaSigpro profiles of genes clusters 
during the in vivo time course. (B) Representative GO terms for each MaSigPro cluster.C) 
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Naive 3h 6h 9h 12h 15h

L889_g30046 Steinernema only

L889_g18760 Steinernema only

L889_g30047 orthologous to Ce-flp-3

L889_g7374 orthologous to Ce-flp-11

L889_g2215 orthologous to Ce-flp-17

L889_g18954 orthologous to Ce-nlp-8

L889_g32029 orthologous to Ce-flp-21

L889_g18568 orthologous to Ce-nlp-14

L889_g25784 orthologous to Ce-flp-22

L889_g10804 Steinernema only

L889_g15885 orthologous to Ce-flp18

L889_g21160 Steinernema only

L889_g27993 orthologous to Ce-flp-14

L889_g32992 orthologous to Ce-flp-7

L889_g21017 orthologous to galanin receptor 1 (human) 

L889_g14238 orthologous to Ce-npr-9

Low High


