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Young (Average FPKM}  OId (Average FPKM)  log2(fold_change) q_value
670.052 2943.42 2.13515 0.00910147
715.457 2490.49 1.79949 0.00910147
1146.72 2321.22 1.01736 0.0350321
620.431 1768.78 1.51141 0.0430539
826.531 1768.72 1.09757 0.00910147
526.281 1377.22 1.38786 0.00910147
554.189 1187.14 1.09904 0.0215895
336.296 85533 1.34675 0.00910147
34.8038 655.257 4.23474 0.00910147
242.162 580.198 1.26057 0.00910147
129.707 433.729 1.74154 0.00910147
13.6118 319.294 4.55196 0.00910147
72.2196 252.402 1.80526 0.00910147
109.886 220.255 1.00317 0.0315765
106.041 219.805 10516 0.0315765
24.5766 213.1 3.11617 0.00910147
91.6118 206.147 1.17007 0.00910147
78.0694 186.067 1.25299 0.0215895
46.2149 166.077 1.84542 0.00910147
51.2973 144.219 1.49131 0.0215895
49.3341 133.235 1.43332 0.00910147
303.848 132,579 -1.1965 0.0275067
49.3548 129.981 1.39704 0.00910147
303.254 125.733 -1.27016 0.0154725
53.1201 120.043 1.17e22 0.00910147
60.4367 119.126 0.978994 0.0215895
39.6199 114.424 1.5301 0.00910147
50.0747 106.207 1.08473 0.0350321
49.1049 102.752 1.06523 0.0154725
30.3965 102,534 1.75413 0.00910147
29.6539 102.433 1.78839 0.00910147
40.6761 101.389 1.31765 0.00910147
275.156 92.0953 -1.57905 0.00910147
40.8711 91.7703 1.16695 0.00910147
34.8073 91.4897 1.39422 0.0154725
15.3488 86.3315 2.49176 0.00910147
33.814 84.8475 1.32725 0.00910147
32.7456 83.3349 1.34762 0.00910147
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112.343 56.2103 -0.993006 0.0499113
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