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Figure S1. Stem loop gPCR analysis of strand recruitment for 5-nucleotide overhang miRNAs (modmiRa

and modmiR¥).
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Figure S2. gPCR analysis for A) AXIN2 and B) SIRT1 mRNA levels. Cells were treated with different

miRNAs for 48 h.



A B
% 40+ P 201
o ©
o (3]
= 301 O 15+
o] -
= [e]
o -
@ 7]
S 20- 2 10-
© ©
= )
O 104 = 51
I —
- o
° 2
2 o °" 0
4 & 4 & O L I o L o
g & & & & & & s & & &
q_ b 6\ ™ - Q‘ & AN N
-& o P & & RN & & & &
€ & & R R & & R R
2 c scr:P2 2 mi3da: P2 e, modmiR : P2
~ Ja1-uL7.26 %) Q1-UR(0.72 %) ™ 301-UL(26,89 %) Q1-UR(3,80 %) ~ 301-UL(21,96 %) ~ Q1-UR(4,23%)
'S _ S =
<e | < | < |
e we 3 i 2 o
o 3 o 3 a 3
] B 2]
3 -3 w3
™~ _ __OHRO00%)| o Jo1-LL6820%) QRO %)| o 101-LLTIATH) Q1-LR(0,64 %)
- LN AL L LI A L PR IR BLILLL L -1 - -—Pm LI AL S AL B L)
102 10° 104 10° 100 102 10° 104 108 108 102 10° 10* 10° 10°
FITC-A FITC-A FITC-A
< modmiRx: P2 o 5p mimic : P2 < 3p mimic : P2
S RN Q1-UR(2,59 %) ~ Jo1-uL@8,19%) Q1-UR(3,33 %) ~ 301-UL(24,05%) Q1-UR(2,77 %)
2 B B
<o ] ] ]
we 3 u<'J = 3 ﬁ = 3
Q. 3 'S E a E
2 ] 2
1o1-LLB1,45%) QI-LRO18%)|  « ] Q1-LR(0,00 % 01-LL{7318 % Q1-LR(0,00 %
10 10 104 108 108 102 10° 10 10° 10° 10° 104 108 10°
FITC-A FITC-A FITC-A

Figure S3. FACS analysis for HCT116 and MG63 cells. Cells were treated with different miRNAs for 48 h.

A) and C) HCT116 cells were analysed for apoptotic and necrotic cells. B) MG63 cells were analysed for

necrotic cells.



