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S7 Fig. Assessment of model fit for inferred Tamias chipmunk demographic histories. (A)
Comparison of the empirical cumulative distribution functions (ECDF) for the Euclidean
distance between the observed and expected 2D-SFS bins, d(ML,obs), for all YNP 7. alpinus
(YNPA), SS T alpinus (SSA), and YNP T. speciosus (YNPS) maximum likelihood histories. For
each model, 1,000 simulations under its ML history were performed to generate the expected
joint frequency spectra from which the distribution of d(ML,obs) was calculated. Histories with
left-shifted ECDF curves are more likely to resemble the true demographic history. (B-D)
Comparison of D obs and D pseudo distributions for the best-fitting histories for YNP T.

alpinus (B), SS T. alpinus (C), and YNP T. speciosus (D). Dmr obs 1S the Euclidean distance
between the observed and expected joint SFS bins under a model's ML history, while D pseudo 1S
the distance between a single set of joint SFS bins under the ML history (pseudo observed) and
the expected joint SFS bins. For each ML history, 1,000 simulations were performed to generate
the expected joint spectra. The values within the distributions are Weitzman's coefficient of
overlapping (OVL), ranging from 0 to 1, which quantifies the area of overlap of the two
distributions. More overlap between the two distributions indicates that the ML history is more
likely to represent the true demography.



