
tx.1 tx.2 tx.3 tx.1 tx.2 tx.3 tx.1 tx.2 tx.3 tx.1 tx.2 tx.3 tx.1 tx.2 tx.3
SSMD 1.74 1.80 1.68 2.17 1.86 1.84 2.15 1.32 1.45 1.21 1.85 1.14 1.07 2.14 1.07
LUC_CONTROL_199590 -0.71 1.14 1.52 0.56 2.95 1.76 3.77 2.49 1.35 0.24 0.31 -0.83 0.88 2.58 -0.23
LUC_CONTROL_199591 1.32 1.54 0.74 1.24 0.98 2.17 3.11 2.66 0.76 0.96 1.57 -2.12 -1.21 3.34 1.75
LUC_CONTROL_199592 6.1 2.07 2.04 2.51 2.49 0.93 1.07 2.24 2.39 0.92 1.59 0.44 2.15 0.33 0.35
LUC_CONTROL_199593 1.37 2 1.39 3.38 1.1 0.79 2.92 0.65 3.91 2.46 2.95 1.34 1.94 2.82 0.73
LUC_CONTROL_199594 3.59 0.84 0.85 3.11 4.76 0.23 0.56 2.09 2.33 2.92 1.37 1.86 8.58 1.72 2.41
LUC_CONTROL_199595 0.65 -0.08 0.43 2.61 1.11 3.5 0.76 2.23 1.11 1.41 1.1 2.8 1.94 1.18 1.46
LUC_CONTROL_199596 4.56 2.33 0.09 0.46 1.52 1.96 2.77 2.85 1.56 2.55 2.42 3.28 0.79 0.86 0.88
LUC_CONTROL_199597 3.9 2 0.56 1.86 3.63 0.85 3.19 2.37 1.66 3.37 0.76 3.59 1.07 1.97 1.26
LUC_CONTROL_199598 1.69 6.65 0.67 2.03 1.22 1.04 5.14 0.56 2.82 2.85 -0.14 -1.87 1.9 4.68 1.06
LUC_CONTROL_199599 2.73 -0.19 2.42 0.92 2.75 1.83 1.64 1.36 -0.18 0.5 3.41 -0.01 4.29 4.08 1.23
LUC_CONTROL_199600 0.04 0.31 1.41 -0.4 2.03 0.2 -0.2 -0.18 2.11 1.72 0.58 0.67 2.93 2.65 6.65
LUC_CONTROL_199601 1.56 0.79 2.27 2.35 0.15 0.62 1.79 0.87 1.75 0.41 0.25 0.48 0.98 2.92 0.85
LUC_CONTROL_199602 -0.63 -0.22 3.06 2.64 -1.07 0.06 -0.22 8.48 1.57 2.22 2.12 2.5 0.68 1.71 0.94
LUC_CONTROL_199603 -0.48 0.52 -0.19 -0.32 0.77 0.63 1.34 2.6 4.37 -0.98 0.94 -0.61 1.67 1.74 0.59
LUC_CONTROL_199604 -0.73 3.79 -0.43 2.02 2.81 0.35 1.74 0.19 4.01 0.27 0.04 1.39 1.62 0.06 0.67
LUC_CONTROL_199605 -0.58 0.28 -2.61 -2.05 -5.04 -1.39 0.43 -1.56 -0.67 -3.11 -2.35 4.16 0.21 2.1 0.24
LUC_CONTROL_199606 -0.9 -2.82 -2.38 -4.22 -3.46 -2.09 -4.72 -0.91 -1.98 -4.03 -0.48 -2.63 -6.1 -0.38 -5.54
LUC_CONTROL_199607 -0.73 2.21 -1.72 0.53 -5.62 -2.07 -3.97 -1.33 -4.85 -6.27 -2.49 -3.54 -1.52 0.4 -1.31
LUC_CONTROL_199608 -2.87 -0.66 -2.29 -2.57 -3.5 -5.97 -3.8 2.17 -2.95 1.45 -1.66 1.2 3.01 -2.92 -1.04
LUC_CONTROL_199609 -1.87 -1.82 -1.91 -2.81 -2.56 -2.95 -2.5 -2.08 -2.04 -0.97 -3.2 5.54 -0.82 -1.8 -1.93
Psma1_CONTROL_199570 0.51 -1.02 -0.84 1.58 2.88 -2.71 0.81 3.01 2.66 0.1 2.24 1.51 3.58 3.09 0.85
Psma1_CONTROL_199571 -0.66 -1.32 -0.37 -1.19 -1.69 -1.96 2.11 4.36 2.65 0.88 1.25 -0.09 2.61 1.17 0.21
Psma1_CONTROL_199572 0.98 -1.05 3.13 -0.54 -3.11 -0.15 2.36 5.37 2.46 1.12 0.61 4.93 -0.05 0.32 1.38
Psma1_CONTROL_199573 -0.83 1.53 1.56 0.03 -0.18 1.35 2.76 3.55 4.11 0.75 2.5 6.25 5.21 5.85 3.65
Psma1_CONTROL_199574 -0.89 0.47 -0.48 -2.59 -3.03 -1.12 1.57 2.95 0.85 0.76 -0.26 0.74 -0.04 2.83 -1.34
Psma1_CONTROL_199575 -2.64 -2 -0.95 -2.13 -3.87 -3.6 1.47 -1.66 -1.61 -1.15 -1.46 -3.05 -2.91 -3.27 -3.76
Psma1_CONTROL_199576 -3.55 -1.79 0.18 -2.74 -4.18 -2.35 -2.92 -2.7 -4.51 0.5 -2.18 -0.85 -5.81 -3.11 -1.86
Psma1_CONTROL_199577 -4.8 -2.82 -1.79 -1.57 -3 -0.14 0.13 -3.58 -3.03 -1.84 -2.25 -4.02 -0.29 -2.42 -0.81
Psma1_CONTROL_199578 -0.08 -5.12 -4.16 -3.26 -6.09 -3.09 -2.11 -3.93 -4.24 -6.77 -0.33 -6.2 0.39 -0.48 -5.61
Psma1_CONTROL_199579 -2.91 -0.44 -0.38 -1.69 -2.29 -2.65 -4.85 -3.26 -2.99 -5.3 -1.68 -6.53 -1.13 0 0.45
Psma1_CONTROL_199580 -4.72 -2.13 -2.64 -5.82 -0.94 -2.49 -3.57 -1.9 -4.62 -5.95 -7.09 -3.59 -3.57 -7.27 1.29
Psma1_CONTROL_199581 -3.52 -3.28 -5.27 -5.41 -1.84 0.29 -1.69 -2.96 -1.52 -1.81 -3.55 -2.26 1.9 -0.9 -2.17
Psma1_CONTROL_199582 -5.87 -1.23 -2.72 -5.26 -4.75 -6.22 -5.58 -4.22 -6.4 -4.45 -7.12 -7.83 -6.23 -4.68 -3.42
Psma1_CONTROL_199583 -5.34 -3.86 -0.52 -5.15 -6.23 -1.08 -3.46 -4.42 1.6 0.55 -4.66 -3.8 -0.95 -2.62 -0.99
Psma1_CONTROL_199584 -1.01 -3.19 -3.76 -0.22 0.08 -4.22 -1.38 -1.32 -2.65 1.72 -1.35 -2.88 -1.7 -1.29 -2.14
Psma1_CONTROL_199585 -3.29 -3.05 -3.47 -2.7 -3.94 -4.26 -2.73 -4.57 -0.97 -3.97 -0.57 -4.86 -2.85 -1.58 0.4
Psma1_CONTROL_199586 -2.18 0.11 -3.94 -2.53 -0.54 0.07 -4.38 -2.62 -2.28 -2.06 -4.06 -3.64 1.53 -0.41 -4.49
Psma1_CONTROL_199587 -0.24 -4.52 -1.25 -4.53 -5.49 -4.12 -3.43 -3.08 -1.18 -4.1 -4.37 1.43 -1.76 -3.32 -4.22
Psma1_CONTROL_199588 -1.8 -4.05 -0.99 -5.02 -4.04 -5.05 -4.19 3.73 -3.46 -5.54 -3.7 -4.33 -0.13 -4.69 3.82
Psma1_CONTROL_199589 -3.28 -2.51 -0.9 -3.52 -3.43 -3.35 -3.47 -1.19 -2.72 -2.88 -4.22 -1.93 -2.59 -2.01 -4.36
Rpl30_CONTROL_199550 -0.81 -4.14 -5.77 -6.16 -0.69 -6.78 -5.51 -5.46 -2.76 -4.44 -6.05 -6.02 -5.77 -5.83 -6.1
Rpl30_CONTROL_199551 -2.14 -5.94 -0.93 -2.31 0.02 -1.12 -3.42 -6.44 -4.89 -1.13 -3.35 -3.54 -4.03 -4.02 -1.04
Rpl30_CONTROL_199552 -4.19 -3.91 -4.4 -5.41 -1.09 -3.61 -2.19 -5.52 -2.58 -6.57 -2.12 -0.05 -4.77 -3.72 -0.46
Rpl30_CONTROL_199553 -2.83 -3.03 1.94 -3.96 -1.47 -1.83 -3.43 -4.08 -3.11 -7.37 -4.39 -2.57 -4.6 -5.47 -1.59
Rpl30_CONTROL_199554 -3.92 -7.03 -5 -4.75 -5.8 -6.9 -7.43 -2.59 -12.77 -8.7 -7.22 -6.41 -6.73 -6.16 -12.77
Rpl30_CONTROL_199555 -1.87 -4.96 -5.14 -2.77 1.16 -3.93 -4.17 -2.78 -4.67 -0.05 -2.2 -1.14 -1.75 -1.91 -4.01
Rpl30_CONTROL_199556 -7.67 -2.94 -3.88 -6.44 -6.87 -8.94 -4.57 -4.75 -6.46 -6.96 -4.06 -4.81 0.62 -6.16 -4.89
Rpl30_CONTROL_199557 -2.71 -1.29 -2.75 1.92 -2.47 -1.89 -5.33 -3.27 -0.23 0.09 -0.41 0.47 -2.05 -3.55 2.47
Rpl30_CONTROL_199558 -6.63 -5.08 -4.33 -4.34 -3.65 -4.26 -4.17 -4.39 -2.23 1.19 -4.21 -2.97 -3.59 0.24 -6
Rpl30_CONTROL_199559 -4.52 -2.33 -3.28 -3.02 -5.63 -4.35 -2.85 -2.68 -3.61 1.52 -2.13 1.47 -4.43 -3.21 -5.36
Rpl30_CONTROL_199560 -0.03 -0.01 -1.05 -1.94 -3.44 -2.3 -1.05 -1.82 4.11 -0.05 -0.58 6.85 6.05 1.26 -0.25
Rpl30_CONTROL_199561 -3.21 -2.31 -4.1 -2.88 -2.7 0.02 -2.3 0.56 -0.95 0.19 1.07 -0.83 1.04 -2.43 1.26
Rpl30_CONTROL_199562 -0.88 -1.98 -2.07 -3.34 -2.28 -4.45 -5.07 -4.86 -3.19 -3.83 -3.64 -2.35 2.45 0.04 -3.84
Rpl30_CONTROL_199563 -4.06 -0.73 -3.96 -1.55 2.06 -2.71 -0.07 -0.86 3.06 2.48 1.52 -1.25 -1.94 -5.65 -0.34
Rpl30_CONTROL_199564 0.14 -3.27 -4.46 0.43 -4.98 -4.21 -0.67 0.38 -1.94 2.74 -1.77 -0.33 1.46 -3.97 -3.07
Rpl30_CONTROL_199565 -2.85 -0.9 -1.94 -2.38 -3.75 -5.48 -2.86 -4.66 -2.74 -3.87 -5.52 -4.31 -1.58 -4.61 -3.86
Rpl30_CONTROL_199566 -5.6 -0.78 -11.54 -2 -5.76 -1.22 -6.57 -11.36 -11.36 0.95 -4.84 -4.01 -4.91 -3.18 -4.67
Rpl30_CONTROL_199567 -4.26 -2.49 -4.32 -3.43 -4.62 -0.79 -1.38 5.67 -1.69 -5.45 -4.04 -4.33 3.47 -2.59 3.93
Rpl30_CONTROL_199568 -3.87 -2.12 -4.44 -6.09 -0.7 -6.55 -3.16 3.75 -3.86 -5.84 -3.36 -6.31 -5.01 -4.93 -1.45
Rpl30_CONTROL_199569 -4.41 -1.18 -4.07 -0.78 -3.88 -0.82 -2.56 -0.6 1.51 -2.88 -2.69 -4.67 -2.26 -1.39 -5.29

344P
veh aPD1.t1 aPD1.t2

393P
veh aPD1.t1

Table S1. Positive and negative controls for FDAome dropout screen.



393P 393P 393P 393P 344P 344P 344P 344P 344P 344P model
veh veh aPD1.t1 aPD1.t1 veh veh aPD1.t1 aPD1.t1 aPD1.t2 aPD1.t2 condition

gene logP rank logP rank logP rank logP rank logP rank metric
Erbb2 -2.4 30 -3.6 14 -1.5 52 -2.0 34 -3.3 12
Psmb1 -10.1 1 -8.1 2 -6.7 2 -6.4 1 -5.9 2
Raf1 -9.3 3 -9.6 1 -2.0 24 -0.7 112 -0.3 161
Pik3ca -9.9 2 -5.3 6 -5.2 6 -3.6 10 -3.3 13
Plk1 -2.7 23 -4.9 7 -3.3 13 -3.3 14 -3.3 10
Wee1 -2.6 27 -2.7 21 -1.0 78 -0.7 108 -2.0 34
Rac1 -6.2 5 -6.0 4 -5.7 4 -2.0 35 -1.5 48
Mapk1 -3.4 15 -3.2 16 -1.1 74 -0.6 118 -0.4 145
Cdk6 -2.6 26 -1.9 39 -5.3 5 -3.8 6 -2.8 22
Mtor -4.2 10 -4.0 11 -5.1 7 -3.6 9 -3.0 17
Prkcd -5.1 7 -3.9 12 -1.7 41 -2.1 30 -2.9 20
Stat3 -4.9 8 -1.6 46 -4.9 8 -2.9 19 -3.2 14
Bcl2 -4.1 11 -5.9 5 -4.2 9 -5.9 3 -6.3 1
Pim1 -3.1 18 -1.3 55 -1.7 36 -2.6 21 -1.4 56
Rrm1 -2.3 33 -2.7 22 -0.8 91 -0.9 92 -2.4 26
Myc -6.6 4 -3.7 13 -4.0 10 -1.8 37 -2.7 24
Xpo1 -0.2 169 -2.0 36 -1.5 51 -2.4 25 -1.6 46
Met -3.1 17 -1.4 53 -1.1 73 -4.9 4 -1.0 86
Esr1 -2.2 34 -3.1 17 -1.5 49 -2.3 26 -1.1 75
Mapk8 -3.9 12 -1.6 44 -2.0 25 -3.7 7 -2.8 21
Mapk7 -0.5 134 -0.6 117 -0.3 153 -0.8 106 -1.8 42
Rarg -4.3 9 -4.0 10 -3.3 14 -3.3 16 -1.0 94
Jak2 -2.9 20 -2.4 28 -2.6 17 -4.1 5 -3.8 7
Insr -2.9 21 -4.5 9 -2.2 22 -1.2 68 -1.2 69
Top2a -0.6 108 -0.6 124 -1.1 72 -1.5 53 -0.8 107
Psmd1 -5.8 6 -7.9 3 -6.7 3 -1.9 36 -3.5 8
Ikbke -3.7 13 -2.8 19 -0.7 101 -0.3 149 -0.8 106
Egfr -2.4 29 -2.1 31 -0.9 89 -2.6 22 -2.4 27
Birc5 -2.0 37 -2.5 26 -1.8 33 -1.1 77 -2.3 30
Blk -0.7 95 -0.7 110 -0.1 187 -1.0 90 -0.4 138
Pdgfrb -1.0 69 -1.5 47 -1.0 80 -1.6 46 -1.5 49
Src -1.5 52 -1.5 51 -1.7 39 -0.2 176 -1.6 45
Mcl1 -1.5 48 -0.7 101 -0.6 111 -1.7 44 -1.4 58
Prkch -0.4 150 -0.4 140 -0.4 150 -1.1 74 -0.8 105
Top1 -2.4 32 -2.1 33 -1.7 37 -1.7 43 -3.0 18
Cdk7 -0.9 78 -0.4 139 -3.7 12 -2.9 20 -2.2 31
Cdk9 -2.0 39 -1.5 50 -0.7 107 -0.3 157 -0.2 169
Nfkb1 -1.4 55 -0.5 134 -0.1 177 -0.4 144 -0.7 112
Aurkb -2.1 36 -2.0 35 -1.5 47 -1.6 47 -1.8 41
Dot1l -1.4 54 -2.2 29 -0.7 104 -1.1 73 -0.5 126
Chek1 -1.8 41 -0.7 112 -1.4 55 -1.3 67 -3.9 6
Prkdc -1.1 62 -1.0 74 -1.6 42 -3.3 17 -1.2 68
Flt4 -0.9 86 -0.7 103 -1.5 48 -2.2 27 -1.0 88
Parp2 -0.4 136 -0.8 98 -0.4 148 -1.0 84 -0.5 125
Pgd -3.6 14 -1.7 42 -1.3 60 -1.1 76 -1.4 59
Notch1 -1.7 43 -0.4 147 -0.5 135 -0.6 125 -1.2 74

Table S2. RSA values and rank scores for the FDAome shRNA dropout screen with PD-1 blocking antibody.



Atr -2.2 35 -2.8 20 -1.3 62 -1.7 42 -2.1 33
Ehmt2 -1.8 40 -1.0 71 -0.2 163 -1.4 57 -1.1 80
Lap3 -0.6 110 -2.2 30 -0.4 140 -1.4 61 -0.4 140
Esr2 -2.7 24 -1.5 48 -0.6 128 -1.3 63 -1.9 35
Btk -0.3 159 -0.5 128 -0.4 147 -0.5 128 -0.4 137
Fgfr4 -1.1 65 -1.0 79 -1.0 82 -1.4 60 -1.1 78
Gsk3a -2.4 31 -1.0 73 -1.3 58 -0.5 129 -1.8 39
Kdm1a -0.7 94 -0.7 104 -1.2 69 -1.3 64 -1.1 76
Drd2 -0.6 118 -0.5 136 -0.6 125 -0.1 186 -1.5 52
Trim24 -1.1 61 -1.1 66 -2.0 27 -1.0 83 -1.6 47
Braf -0.3 158 -2.7 23 -0.9 85 -0.4 140 -0.5 131
Alk -0.5 132 -0.9 82 -0.3 157 -0.1 183 -0.3 150
Prkcsh -0.3 160 -0.1 175 -0.4 146 -0.2 174 -0.4 142
Epha2 -0.6 119 -0.9 86 -1.8 31 -1.3 65 -1.1 81
Whsc1 -0.7 98 -1.0 77 -1.3 57 -2.1 32 -1.9 37
Vegfa -1.0 67 -1.1 69 -1.0 79 -0.7 115 -1.3 63
Pak4 -1.6 46 -0.8 99 -0.7 105 -2.1 28 -1.4 60
Pik3cg -0.4 140 -1.2 59 -0.9 83 -0.8 105 -1.0 90
Ptpn11 -3.0 19 -2.9 18 -2.2 21 -2.5 23 -1.1 82
Mapk9 -0.7 100 -0.7 115 -0.6 130 -2.1 33 -1.7 44
Map4 -1.4 56 -1.2 58 -1.1 76 -3.5 11 -0.8 103
Cdk1 -0.9 83 -0.9 87 -1.6 43 -1.8 38 -1.3 62
Cdk2 -0.5 130 -0.8 95 -2.2 20 -2.5 24 -0.5 133
Hsp90aa1 -2.9 22 -1.1 67 -1.1 71 -3.7 8 -2.9 19
Mapk3 -0.4 148 -1.0 76 -0.6 123 -1.1 81 -0.2 167
Tnfsf11 -0.8 93 -0.6 125 -0.6 126 -1.0 89 -0.2 177
Eif4e -2.7 25 -2.5 25 -3.0 15 -0.9 97 -1.3 64
Hdac1 -0.6 109 -1.3 54 -1.6 46 -1.8 40 -3.3 11
Prkcb -0.4 141 -1.1 61 -0.1 183 -0.5 130 -0.2 182
Rxrb -0.7 105 -1.1 62 -0.2 169 0.0 191 -0.2 178
Gls -0.4 147 -0.7 114 -1.9 29 -0.4 147 -2.1 32
Ntrk1 -2.6 28 -0.9 84 -0.6 117 -3.4 13 -3.1 15
Prkca -1.1 66 -0.6 118 -2.7 16 -1.7 45 -0.6 116
Txn1 -0.6 107 -1.3 56 -1.6 45 -1.5 52 -1.2 70
Nr2c2 -0.9 82 -0.8 91 -0.6 127 -0.6 119 -0.8 108
Parp1 -0.5 124 -1.0 78 -1.1 77 -1.2 69 -1.4 57
Ptgs2 -0.8 89 -0.7 113 -1.2 66 -0.5 127 -0.5 135
Fgfr1 -0.6 120 -0.4 137 -0.3 154 -1.2 72 -0.3 160
Rarb -0.7 99 -1.0 72 -0.9 84 -0.9 98 -0.3 155
Gsk3b -0.8 92 -0.9 90 -1.7 34 -0.3 164 -0.5 128
Tnf -0.3 157 -0.4 145 -0.7 103 -1.7 41 -0.4 139
Rock2 -1.5 51 -2.1 34 -1.3 61 -1.6 50 -1.0 84
Ppm1d -0.8 90 -0.8 92 -0.6 118 -1.5 56 -0.4 147
Irak4 -1.4 57 -0.2 168 -0.2 167 -1.3 62 -0.6 118
Ctnnb1 -1.5 50 -1.5 49 -1.7 38 -1.5 54 -2.7 23
Tubb4a -0.5 127 -0.5 133 -1.7 35 -1.1 75 -3.0 16
Pik3cd -1.6 45 -1.4 52 -0.6 120 -0.7 110 -1.2 67
Rps6kb1 0.0 184 -2.1 32 -0.1 178 -0.4 146 -1.0 85
Mapk11 -0.7 97 -0.3 153 -1.7 40 -1.0 87 -0.8 102



Mapk14 -0.9 84 -0.2 158 -0.7 109 -0.1 184 0.0 189
Brd4 -2.0 38 -2.6 24 -0.8 90 -1.0 82 -1.0 87
Aurkc -0.5 131 -1.2 60 0.0 188 -0.4 135 -0.6 119
Map3k8 -0.3 163 -0.3 152 -0.2 164 -0.3 155 0.0 192
P4hb -1.0 70 -0.4 143 -0.1 185 -0.4 136 -1.4 61
Ldha -0.5 129 -1.1 65 -2.1 23 -1.2 70 -1.2 71
Aurka -1.3 58 -0.9 88 -0.6 110 -1.4 58 -2.3 29
Parp3 -0.9 85 -1.7 43 -2.0 26 -1.3 66 -1.9 36
Il6ra -0.5 125 -0.9 85 -0.8 96 -0.9 96 -1.0 89
Fgr -0.6 113 -1.0 80 -1.3 59 -0.6 123 -0.9 96
Ms4a1 -0.6 114 -0.3 148 -0.1 179 -0.1 188 -0.2 174
Fyn -0.7 96 -0.4 142 -0.3 159 -0.4 138 -0.6 123
Hdac3 -0.5 123 -0.1 179 -0.8 97 -0.2 179 -0.1 188
Kit -1.0 73 -0.2 157 -1.3 63 -1.0 88 -0.3 156
Akt1 -0.1 175 -0.7 102 -0.8 98 -0.1 187 -0.2 171
Ptk2 -1.8 42 -2.0 37 -3.9 11 -3.3 15 -4.6 4
Tyro3 -0.3 155 -0.3 154 -1.8 32 -0.3 163 -1.5 51
Jak1 -0.6 117 -0.5 130 -1.9 28 -0.7 111 -0.6 120
Idh1 -0.3 156 -0.2 166 -0.6 113 -0.2 173 -0.4 141
Lyn -1.0 71 -3.3 15 -0.6 121 -0.9 100 -2.3 28
Cdk4 -3.2 16 -4.7 8 -7.9 1 -6.1 2 -4.6 3
Kdr -0.1 176 -0.1 173 -0.1 181 -0.3 161 -0.2 170
Ptpn6 -1.0 75 -2.4 27 -1.6 44 -0.3 153 -4.4 5
Ezh2 -0.5 121 -1.1 63 -1.5 50 -0.8 104 -0.6 117
Xiap -0.5 133 -1.1 68 -0.3 158 -0.7 107 -0.2 163
Ptch1 -0.4 137 -0.4 146 -1.2 70 -1.8 39 -0.8 99
Tec -1.6 47 -0.8 93 -0.6 114 -3.4 12 -1.7 43
Fgfr2 -0.9 77 -2.0 38 -0.9 87 -1.4 59 -1.8 40
Chek2 -0.4 145 -0.4 141 -1.4 53 -1.6 48 -0.9 95
Mapk12 -0.7 101 -0.7 108 -1.4 56 -0.3 160 -0.6 121
Rxra -0.6 111 -1.0 70 -2.4 18 -0.5 131 -2.5 25
Frk -0.3 154 -0.1 181 -0.2 162 -0.2 178 -1.3 66
Hdac6 -0.6 106 -0.9 83 -1.2 68 -0.6 121 -1.2 73
Akt3 -0.9 81 -0.8 94 -0.8 93 -0.6 126 -0.7 113
Mknk1 -0.3 162 -0.7 105 -0.4 144 -0.1 182 -0.5 129
Top2b -1.1 64 -0.5 126 -1.4 54 -0.3 156 -1.4 53
Casp3 -1.0 68 -0.9 81 -0.7 102 -0.2 168 -0.8 100
Flt1 -0.8 91 -0.5 132 -1.0 81 -1.1 79 -1.2 72
Prkaa1 -0.6 115 -0.7 107 -0.5 137 -2.1 31 -0.1 187
Hdac8 -1.0 76 -0.7 109 -0.2 166 -0.8 103 -1.4 55
Map2 -0.3 161 -0.3 149 -0.4 151 -0.2 177 -0.2 162
Tek -0.1 173 -0.1 169 -0.2 170 -0.9 99 -0.3 153
Hdac2 -1.0 74 -1.7 41 -0.5 133 -0.2 170 -0.4 143
Ccr5 -0.9 80 -0.6 121 -0.8 100 -0.3 148 -0.4 148
Tnfrsf8 0.0 180 -0.1 183 -0.5 139 -0.4 143 -0.3 158
Axl -0.5 126 -0.1 170 -1.2 67 -0.9 94 -0.8 101
Atm -0.2 172 -1.1 64 -0.4 149 -0.4 145 -0.2 176
Cd274 -0.6 116 -0.7 100 -0.3 155 -0.2 167 -1.1 77
Prkcq -0.5 122 -0.5 131 -0.1 182 -0.2 171 -0.3 157



Dhfr 0.0 190 -0.6 119 -0.6 119 -0.2 175 -0.5 127
Pim3 -0.2 167 -0.6 122 -0.4 152 -0.2 166 -1.0 92
Il1b -1.1 63 -1.7 40 -0.9 86 -2.1 29 -1.0 93
Mapk13 -0.3 152 -0.6 116 -0.7 106 -1.0 86 -1.1 83
Tyms 0.0 187 -0.4 144 -0.2 165 -0.7 109 -0.1 185
Map2k2 -0.7 104 -0.2 164 -0.6 122 -0.4 137 -0.7 114
Prkci -1.7 44 -1.6 45 -0.6 124 -0.5 134 -1.1 79
Map3k14 -0.9 79 -0.2 163 -1.2 65 -0.6 122 -0.5 132
Flt3 -0.7 103 -0.6 123 -1.8 30 -0.3 150 -3.4 9
Prkcg -1.2 59 -0.9 89 -0.8 95 -0.9 93 -0.9 98
Pim2 0.0 189 -0.1 185 0.0 192 0.0 190 0.0 190
Smo -1.0 72 -0.8 97 -0.6 115 -0.4 142 -1.4 54
Igf1r -0.1 178 -0.1 180 -0.2 168 -0.1 189 -0.2 164
Sgk3 -0.4 144 -0.2 161 -0.1 180 -0.5 133 -0.2 172
Rara -0.2 164 -0.3 150 -0.6 112 -0.7 116 -0.7 115
Il6 -0.5 128 -0.8 96 -1.2 64 -1.6 49 -0.2 175
Jak3 -0.2 170 -0.2 160 -0.6 129 -0.6 124 -0.7 111
Bcr -0.4 146 -0.7 111 -0.2 173 -0.1 180 -0.2 181
Pdgfra -1.2 60 -0.5 127 -0.5 131 -0.9 95 -0.8 104
Tbk1 -0.4 142 -0.6 120 -0.2 171 -0.5 132 -0.4 149
Fgfr3 -0.8 88 -0.5 135 -0.4 141 -0.8 102 -1.8 38
Tnfsf13b -0.7 102 -0.1 177 -0.1 174 -1.1 80 -0.1 184
Prkcz -0.2 171 -0.2 165 -1.1 75 -0.8 101 -0.4 144
Ar -0.8 87 -0.1 186 -0.6 116 -0.3 159 -0.3 159
Prkce -0.4 151 -1.3 57 -0.9 88 -0.2 172 -0.3 152
Abl1 0.0 182 -0.5 129 -0.2 172 -0.6 117 -0.5 134
Abl2 0.0 191 0.0 190 -0.8 99 -0.4 139 -0.4 146
Trpv1 0.0 181 -0.1 188 -0.7 108 -0.2 169 -0.5 130
Nampt -0.4 149 -0.2 167 -0.5 138 -1.5 55 -0.6 124
Pdk1 0.0 185 -0.2 159 -0.8 92 -1.2 71 -0.7 110
Pak1 -0.6 112 -0.4 138 -0.4 142 -0.3 162 -1.5 50
Mapt -0.2 165 -0.1 176 -0.3 160 -1.6 51 -1.0 91
Porcn -1.5 49 -0.2 156 -0.5 132 -0.3 158 -0.2 183
Rock1 -0.2 166 -0.1 174 -0.1 175 -3.1 18 -0.3 154
Itk -0.4 138 -0.1 171 -2.3 19 -1.1 78 -0.5 136
Map2k1 -0.1 179 -0.1 182 -0.3 156 -0.3 165 -0.3 151
Ret -0.3 153 -0.1 184 0.0 190 -0.1 185 -0.2 166
Idh2 -0.4 139 0.0 191 0.0 191 -0.3 151 -0.2 179
Cd52 -0.1 174 -0.3 155 0.0 189 0.0 192 -0.2 173
Pik3cb 0.0 192 -0.3 151 -0.4 145 -0.4 141 -0.8 109
Akt2 -1.4 53 -0.7 106 -0.5 134 -0.3 152 -1.3 65
Nudt1 -0.2 168 0.0 189 -0.3 161 -0.7 113 -0.2 165
Syk 0.0 183 -1.0 75 -0.1 176 -0.9 91 0.0 191
Pigf -0.1 177 -0.1 178 -0.1 186 -0.7 114 -0.2 168
Mdm2 0.0 186 -0.1 187 -0.1 184 -1.0 85 -0.2 180
Lck 0.0 188 0.0 192 -0.4 143 -0.3 154 -0.1 186
Bmx -0.4 143 -0.1 172 -0.5 136 -0.1 181 -0.9 97
Crebbp -0.5 135 -0.2 162 -0.8 94 -0.6 120 -0.6 122
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