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Supplementary Figure S1. Schematic view of linking between peptide and DSPE-PEG-maleimide
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Supplementary Figure S2. Assessment of conjugation between DSPE-PEG-Mal and the IFPT peptide at time zero 
and 48 h after start of reaction. Lipid (DSPE-PEG-Mal) is dissolved in the mobile phase and ascends to the top of 
the TLC plate (spots at the top of the left and middle lines) but peptide is bound to the silica and remains in the 
spotting point (the middle line). After 48 h, lipid bound to peptide and stayed at the point of spotting and therefore 
the lipid spot on the top of the reaction mixture line disappeared, indicating the conjugation of the IFPT peptide 
and DSPE-PEG-Mal linker 
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Supplementary Figure S3. HPLC chromatogram of DSPE-PEG-IFPT micelles and reference standard IFPT peptide. 
The retention time of the reference standard was observed at 2.2 min and it was found to be the same with free 
peptide present in the micelle sample 
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